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<210> 1 

<211> 603 

<212> PRT 

<213> Homo sapien 

<400> 1 

Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 



Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



1 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
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305 



310 



315 



320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 



Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 



Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 
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Pro Leu Met Ala Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 2 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (2) 

<223> Xaa = Pro or Phe 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Phe, Ala or Gin 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, Gin, His or Met 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = phosphorylated Thr or phosphorylated Ser 
<220> 

<221> MIS COFEATURE 

<222> (7) . . (7) 

<223> Xaa = Pro or any amino acid 

<400> 2 

Xaa Xaa Xaa Xaa Ser Xaa Xaa 
1 5 
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<210> 3 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOSPHORYLATION 



<400> 3 

Met Ala Gly Pro Met Gin Ser Thr Pro Leu Asn Gly Ala Lys Lys 
15 10 15 



<210> 4 

<211> 603 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 



Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 
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115 



120 



125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 
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Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 



Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 
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Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 5 

<211> 646 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Glu Pro Ala Ala Gly Phe Leu Ser Pro Arg Pro Phe Gin Arg Ala 
15 10 15 



Ala Ala Ala Pro Ala Pro Pro Ala Gly Pro Gly Pro Pro Pro Ser Ala 
20 25 30 



Leu Arg Gly Pro Glu Leu Glu Met Leu Ala Gly Leu Pro Thr Ser Asp 
35 40 45 



Pro Gly Arg Leu lie Thr Asp Pro Arg Ser Gly Arg Thr Tyr Leu Lys 
50 55 60 



Gly Arg Leu Leu Gly Lys Gly Gly Phe Ala Arg Cys Tyr Glu Ala Thr 
65 70 75 80 



Asp Thr Glu Thr Gly Ser Ala Tyr Ala Val Lys Val lie Pro Gin Ser 
85 90 95 



Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Leu Asn Glu lie Glu 
100 105 110 



Leu His Arg Asp Leu Gin His Arg His lie Val Arg Phe Ser His His 
115 120 125 



Phe Glu Asp Ala Asp Asn lie Tyr lie Phe Leu Glu Leu Cys Ser Arg 
130 135 140 



Lys Ser Leu Ala His lie Trp Lys Ala Arg His Thr Leu Leu Glu Pro 
145 150 155 160 



Glu Val Arg Tyr Tyr Leu Arg Gin lie Leu Ser Gly Leu Lys Tyr Leu 
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165 170 175 



His Gin Arg Gly lie Leu His Arg Asp Leu Lys Leu Gly Asn Phe Phe 
180 185 190 



lie Thr Glu Asn Met Glu Leu Lys Val Gly Asp Phe Gly Leu Ala Ala 
195 200 205 



Arg Leu Glu Pro Pro Glu Gin Arg Lys Lys Thr lie Cys Gly Thr Pro 
210 215 220 



Asn Tyr Val Ala Pro Glu Val Leu Leu Arg Gin Gly His Gly Pro Glu 
225 230 235 240 



Ala Asp Val Trp Ser Leu Gly Cys Val Met Tyr Thr Leu Leu Cys Gly 
245 250 255 



Ser Pro Pro Phe Glu Thr Ala Asp Leu Lys Glu Thr Tyr Arg Cys lie 
260 265 270 



Lys Gin Val His Tyr Thr Leu Pro Ala Ser Leu Ser Leu Pro Ala Arg 
275 280 285 



Gin Leu Leu Ala Ala lie Leu Arg Ala Ser Pro Arg Asp Arg Pro Ser 
290 295 300 



He Asp Gin He Leu Arg His Asp Phe Phe Thr Lys Gly Tyr Thr Pro 
305 310 315 320 



Asp Arg Leu Pro He Ser Ser Cys Val Thr Val Pro Asp Leu Thr Pro 
325 330 335 



Pro Asn Pro Ala Arg Ser Leu Phe Ala Lys Val Thr Lys Ser Leu Phe 
340 345 350 



Gly Arg Lys Lys Lys Ser Lys Asn His Ala Gin Glu Arg Asp Glu Val 
355 360 365 



Ser Gly Leu Val Ser Gly Leu Met Arg Thr Ser Val Gly His Gin Asp 
370 375 380 



Ala Arg Pro Glu Ala Pro Ala Ala Ser Gly Pro Ala Pro Val Ser Leu 
385 390 395 400 
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Val Glu Thr Ala Pro Glu Asp Ser Ser Pro Arg Gly Thr Leu Ala Ser 
405 410 415 



Ser Gly Asp Gly Phe Glu Glu Gly Leu Thr Val Ala Thr Val Val Glu 
420 425 430 



Ser Ala Leu Cys Ala Leu Arg Asn Cys lie Ala Phe Met Pro Pro Ala 
435 440 445 



Glu Gin Asn Pro Ala Pro Leu Ala Gin Pro Glu Pro Leu Val Trp Val 
450 455 460 



Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly Phe Gly Tyr Gin Leu 
465 470 475 480 



Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp Gly Thr His Met Ala 
485 490 495 



Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn Pro Thr Ser Thr Lys 
500 505 510 



His Phe Ser Phe Ser Val Gly Ala Val Pro Arg Ala Leu Gin Pro Gin 
515 520 525 



Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met Glu Gin His Leu Met 
530 535 540 



Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val Glu Val Pro Ala Pro 
545 550 555 560 



Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin Ala Leu Leu Met Leu 
565 570 575 



Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr Gly Asp His Thr Lys 
580 585 590 



Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val Thr Phe Val Ala Arg 
595 600 605 



Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His Leu Arg Gin Leu Gly 
610 615 620 
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Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr Ala Leu Arg Leu Leu 
625 630 635 " 640 



Arg Asp Arg Ser Pro Ala 
645 



<210> 6 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOSPHORYLATION 

<400> 6 

Pro Met Gin Ser Thr Pro Leu 
1 5 



<210> 7 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Met, Tyr, Phe, lie, Leu, His, or Lys 
<220> 

<221> MIS COFEATURE 

<222> (2) . . (2) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, Gly, or Thr 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Phosphorylated Serine or Phosphorylated Threonine 
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<400> 7 

Xaa Xaa Xaa Xaa 
1 



<210> 8 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISCJFEATURE 

<222> (1) . . (1) 

<223> Xaa = Any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Met, Tyr, Phe, lie, Leu, His, or Lys 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

<221> MISCJFEATURE 

<222> (4) . . (4) 

<223> Xaa = Ser, Ala, Gly, or Thr 
<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa = phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Pro, Met, or Asn 

<220> 

<221> MI SC_FE ATURE 

<222> (7) . . (7) 

<223> Xaa = any amino acid 

<400> 8 

Xaa Xaa Xaa Xaa 
1 
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<210> 9 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<400> 9 

Met Gin Ser Thr Pro Leu Ser 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = phosphorylated Ser or phosphorylated Thr 

<400> 10 

Tyr Asp lie Xaa Gin Val Phe Pro Phe 
1 5 



<210> 11 

<211> 82899 

<212> DNA 

<213> Homo sapiens 

<400> 11 

attggctctt accacttgtc cctcaaaacg accaccccat tgactggtgg cgattgcgtc 60 

gacggagacg gggcaaaagc aagctgaacc cgaaaaataa caaacactgg ggctgagggg 12 0 

tggaactacg agtgcgcaga catgggccag agcgcatttc ccctgcccca ggcaaattcg 180 
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gcgctcactg 


cgtccccgca 


ggccactgac 


cttacaagac 


tacttgcccc 


agactcctgg 


240 


ggctggatgg 


gaattgtagt 


ctccctaaag 


agttgtacgt 


atctttttaa 


ggcctagttt 


300 


ctgctttcaa 


aatacgaaaa 


cataacaaca 


ctccagtcca 


taactgttga 


caagtacaag 


360 


cgcgcacagg 


tctccaatct 


atccactgga 


tttccgtgag 


aattgtgccc 


gctctggtat 


420 


tggatgttcc 


tctccataag 


actacagttt 


ctaaggaaca 


ctgtggcgaa 


gacctttcat 


480 


tccgcaacgc 


atgctggaaa 


taattatttc 


cctccacccc 


cccaacaatc 


cttattactt 


540 


atatttaccg 


aaactggaga 


cctccattag 


ggcggaaaga 


gtgggggatt 


gggacctctt 


600 


cttacgactg 


ctttggacaa 


taggtagcga 


ttctgacctt 


cgtacagcaa 


ttactgtgat 


660 


gcaataagcc 


gcaactggaa 


gagtagaggc 


tagagggcag 


gcactttatg 


gcaaactcag 


720 


gtagaattct 


tcctcttccg 


tctctttcct 


tttacgtcat 


ccgggggcag 


actgggtggc 


780 


caatccagag 


ccccgagaga 


cgcttggctc 


tttctgtccc 


tcccatcctc 


tgattgtacc 


840 


ttgatttcgt 


attctgagag 


gctgctgctt 


agcggtagcc 


ccttggtttc 


cgtggcaacg 


900 


gaaaagcgcg 


ggaattacag 


ataaattaaa 


actgcgactg 


cgcggcgtga 


gctcgctgag 


960 


acttcctgga 


cgggggacag 


gctgtggggt 


ttctcagata 


actgggcccc 


tgcgctcagg 


1020 


aggccttcac 


cctctgctct 


gggtaaaggt 


agtagagtcc 


cgggaaaggg 


acagggggcc 


1080 


caagtgatgc 


tctggggtac 


tggcgtggga 


gagtggattt 


ccgaagctga 


cagatgggta 


1140 


ttctttgacg 


gggggtaggg 


gcggaacctg 


agaggcgtaa 


ggcgttgtga 


accctgggga 


1200 


ggggggcagt 


ttgtaggtcg 


cgagggaagc 


gctgaggatc 


aggaaggggg 


cactgagtgt 


1260 


ccgtggggga 


atcctcgtga 


taggaactgg 


aatatgcctt 


gagggggaca 


ctatgtcttt 


1320 


aaaaacgtcg 


gctggtcatg 


aggtcaggag 


ttccagacca 


gcctgaccaa 


cgtggtgaaa 


1380 


ctccgtctct 


actaaaaata 


caaaaattag 


ccgggcgtgg 


tgccgctcca 


gctactcagg 


1440 


aggctgaggc 


aggagaatcg 


ctagaacccg 


ggaggcggag 


gttgcagtga 


gccgagatcg 


1500 


cgccattgca 


ctccagcctg 


ggcgacagag 


cgagactgtc 


tcaaaacaaa 


acaaaacaaa 


1560 


acaaaacaaa 


aaacaccggc 


tggtatgtat 


gagaggatgg 


gaccttgtgg 


aagaagaggt 


1620 


gccaggaata 


tgtctgggaa 


ggggaggaga 


caggattttg 


tgggagggag 


aacttaagaa 


1680 


ctggatccat 


ttgcgccatt 


gagaaagcgc 


aagagggaag 


tagaggagcg 


tcagtagtaa 


1740 


cagatgctgc 


cggcagggat 


gtgcttgagg 


aggatccaga 


gatgagagca 


ggtcactggg 


1800 


aaaggttagg 


ggcggggagg 


ccttgattgg 


tgttggtttg 


gtcgttgttg 


attttggttt 


1860 


tatgcaagaa 


aaagaaaaca 


accagaaaca 


ttggagaaag 


ctaaggctac 


caccacctac 


1920 
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Vrf^yy u\«»dy <*■ 


d v- u- v— v_ uy l. 


arrr , t"ttr»tr»t" 
dy 


t~t*r , +~t"rrrra rra 
u Lyyaya 


a a frrra a a a era 
ddy y aaaay d 


rrraafrfiafrh 
wvtaayyyy u 


X Zf O w 


t crcrcacrcaat 


at" crtcraaaaa 


at t cacraat - 1 


tatattatct 


aattacaaaa 


acrcaacttct 

vl W*. Vh^ V** \* \*r 


2040 


agaa t c 1 1 1 a. 


aaaataaagg 


acgttgtcat 


tagttctttg 


gtttgtatta 


ttctaaaacc 


2100 


ttccaaatct 


taaatttact 


ttattttaaa 


atgataaaat 


craacrttcrtca 


ttttataaac 


2160 


cttt taaaaa 


cratatatata 


tatatttttc 


taatgtgtta 


aagttcattg 


gaacagaaag 


2220 


aaaf CTCTa t 1 1 


atctcrctctt 


ccrccrt tcraacr 


aacrtacaaaa 


tcrtcattaat 


crctatcrcacra 


2280 


flaafrft"a era 

Cl CX u LL l_ l. dy d 


ertcrtcccatc 


tcrcrtaacrtea 


crcacaacracrt 


crtattaattt 


gggattccta 


2340 


t era t - 1" a t c \~ c 


ctatcrpaaat 


craaeacraat t 

y ddv— dy cid o 


cracct tacat 


actacrQCTaacr 


aaaaoacatcr 


2400 


t - c t acrt sacra 


1 1 acr ore tat" t 


ataattcrctcr 


attttcttaa 


ctgaagaact 


ttaaaaatat 


2460 


a era a a a t era t 
dy d ddd v_»y d c 


tccttattct 


ccatccactc 


tacctctccc 


actcctctcc 


ttttcaacac 


2520 


ct. c*. c*. l» \-- v— v_ l. y 


cr t c c aaaaaa 


aacaaacract 


ctatcttcrat 


tggttctgca 


ctcrcrcrcrcaQQ 


2580 


aatctaattt 


a cr a 1 1 a a c t cr 


gcattttggc 


ttttcttcca 


gctctaaaac 


aagctccatc 


2640 


acttcraaatcr 


oraaaataaa 


at cater era to 


acrcr c c cr acr cr cr 

<*y y *-^-y "-3 a 3 


cggtggctta 


tgcctgtaat 


2700 


pecac! ca c 1 1 


t crcrcracrcreea 

3 3 3 3 3 


acrcrt crcr taoa 

°33 u 33 uc *3 3 


at caccr acrcrt 

\— %j 0 


caggagatcg 


agaccatcct 


2760 


/t/t f~* f~* f~* o t~ rr 
yy CLaaLaCy 


rrhrraaa r*r*cr* 
y Ly aaauv^uv 


lv< UULCtL L-d 


dddd L. d V— ddd 


aat tacrctcrcr 

wu u Lay u uy y 


crccrt acr t croc 

yv<y i*»vj 0 3 y ^ 


2820 


ctty LyLL uy u 


dd i_ v— v_.v_.dyv— L. 


a c t c a cr cr a cr cr 

d w i» >^ ct. y y ^y y 


c t cr acr crc acrcr 

v_- y ciy y \- c*y y 


agaatcactt 


gaacc acrcr acr 


2880 


yLayaiy uuy 


l uy uy ay v_ v_ d 




apt craact cc 


acrccracacracr 

w4 y (A \^ w*. V4 


ctaaactcca 


2940 


LC UL-cictctctdd 


aaaaaaaaaa 
dddddddddd 


dddddddddv— 


a t crcr a t era t c 

d i«yydi*ydVa»Vt~ 


aatatcattcr 
yy ^ y uv->y v-y 


aaacraat acrcr 


3000 


L.di Ltyy ctcty 




tcraaaptcrcrc 

uydddv».v»yyv». 


tctatacata 


caatgaaatt 


acatacttat 


3060 


L. l_ d V— d L. d V— d d 




aaattttttt 

ciy y u. u ^ k> k> Vr 


tttatataaa 


atctctcrtccr 


acr acr cr c t cr cr a 

W 3 W J 3^ u '33 fc * 


3120 


rr t err a cr t" cr cr t 
y *— y *-«y uyy l» 


crctatcapacr 


ctcactcrcacr 


cc t caacctc 


gtcaggctca 


agcaatcctc 


3180 


v— v_, d v_ v— uuay v-» 


pfrra cracrt" a 


crcaCTcrcraccra 

yv^dyyyd^yd 


taQQtQtcrca 


ccaccatgcc 


cagctaattt 


3240 


ULy UdUUlLL 


i-|-t-h ft" 1 1 1 1 


1 1 rra rra t~ nna 
u Lyciyciuyy a 


crtr'ttcrr'tct 


crt t crcccaQQ 

y u oy vvv y y 
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3300 
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3360 


gagcctcctg 


aatagctggg 


actacaagca 


cccactacca 


cgcccggcta 


attttttgta 


3420 


tttttttttc 


ttttttagta 


gaggegggat 


ttcaccgtgt 


tagecaggat 


agtcttgatc 


3480 


tcctgacctt 


gtgatccacc 


cgcctgggcc 


tcccaaagtg 


ctaggattac 


aggcataagc 


3540 


cactgcgtcc 


agecattett 


gtatttttct 


gttgtagaga 


tagggttttg 


ctatgttggc 


3600 
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catgctggtc 


tcaaactcct 


gacctcaagt 


gatctaccct 


cccttggcct 


ctcaaggtgc 


3660 


tgggattaca 


ggcctgagcc 


attgcaccca 


gccatggtct 


aaaaatcttg 


attgaaatac 


3720 


caccttttca 


tttccagaca 


cccctattta 


aaattaccac 


acccccagca 


cacactttat 


3780 


cttctattcc 


tgctgcttct 


ccataacact 


gattactagc 


tgacattcta 


tgtaatgtat 


3840 


ccatttttta 


tctctagtcc 


cacagaatgt 


aaactccagg 


atgggatttt 


tgttttgttt 


3900 


acatacatct 


gtatgttcag 


tagttagaac 


ggtacttggg 


acctagttgc 


cactcaataa 


3960 


acatttgtca 


aataaataat 


aaactaaact 


aaattagttc 


tttaattttt 


ttaaatatgg 


4020 


tgatggttag 


tagtgagtaa 


cattcaaaaa 


ataagttgaa 


aagttgtacc 


attgcctctt 


4080 


acccacaata 


aaaaagggta 


aattcttttc 


tgctttatga 


aagttgtttt 


tcatatttga 


4140 


agtcaagtta 


atcagattaa 


ggaaaatgta 


tgttgtgttt 


tcagagcgat 


acaagattta 


4200 


taaataacca 


tcctctccct 


tgcccttcaa 


cattatagct 


aaacaaaaat 


aagaggaaaa 


4260 


caggattcac 


aatttatcaa 


tttattgaaa 


atcagagcca 


gagaagcagg 


aaatgacatt 


4320 


gtaggaaaaa 


actgcttttg 


aaaaagcaca 


aaacttactc 


atgacaatca 


gtgatcagga 


4380 


aaatcctcaa 


tagtgtggca 


tttggataca 


tttatgtttc 


atttccatgg 


gagagagtca 


4440 


taaaaatagg 


atgttctttc 


tcattctggc 


aaattaaacc 


atcaattaaa 


aactcagata 


4500 


cataaaaatt 


aaagatgtaa 


gaatgaaaat 


gctaaattgt 


tattttcaat 


caactattat 


4560 


gttttctagc 


ttttcattgc 


ttttttctgt 


ttcctgttaa 


gattaatttc 


tttttttttt 


4620 


tttttttttt 


tttttgagac 


agactttggc 


tcttgttgcc 


caggctggag 


tgcagtggca 


4680 


caatctcggc 


tcactacaac 


ctccacctcc 


cgggttcaag 


caattctgct 


gcctcagcct 


4740 


ccggagtacc 


tgggattgca 


ggcatgtgcc 


atcacaccag 


ctaattttgt 


atttttagta 


4800 


gagacagggt 


ttctccatat 


tggtcaggtt 


ggtctcgaac 


tcctgacctc 


aggtgatcct 


4860 


cctgccttgg 


cctccgaaag 


tgctgggatt 


acaggcgtga 


gccaccgctc 


ccagactttt 


4920 


tgttttgttt 


tgttttgttt 


ttttgagaca 


cggtctcgct 


ctgctgccta 


ggctggagtg 


4980 


cagtggcacg 


atcttggctc 


actgccagct 


ccgactcccg 


ggttcaggcc 


attctcctgc 


5040 


ctcagcctcc 


cgagtagctg 


ggactacagg 


cgcccaccac 


tatgcccggc 


taattttttg 


5100 


tatttttagt 


agagacgggg 


tttcaccatg 


ttagccaaga 


tggtctcgat 


ctcctgacct 


5160 


tgtgatccac 


ccgcctcagc 


cttccaaagt 


gctgggatta 


cagtcctgag 


ccactgcgcc 


5220 


cggcctggac 


cttttttttt 


cggggtgggg 


ggttggagtc 


tggctctgtc 


gcccaggctg 


5280 


gagtgcagtg 


gcgccatctt 


ggctcactgc 


aacctccgcc 


tgccaggttc 


aagttcaagc 


5340 
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gcttctcctg 


cctcagcctc 


ctgagtagct 


gggattatag 


gcgcacgcca 


CCqtqqcCQQ 


5400 


ctaattttgt 


atttttagta 


qaqataqqqt 


ttcatcacgt 


tggtcaggct 


ggtcttgaag 


5460 


tcctgatctc 


gtgatccacc 


CaCCtCQQCC 


ttccaaagtg 


ctqqcqtqaq 


ccactgcgcc 


5520 


tggcttaaga 


ttaatttttg 


tttgttttgt 


ttttgagacg 


gagtctcgct 


ctttcaccca 


5580 


crcrcccrcracrtcr 


cagtggcgcc 


atctcggctc 


actgcaagct 


ccgcctcccg 


ggttcacgcc 


5640 
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5700 


taattttttcr 


tatttttagt 


aaaaacQcrcrcf 


tttcaccgtg 


ttaqccaqqa 


tggtctccac 


5760 


ttcctgacct 


cgtgatccgc 


ccacctcggc 


ctcccaaagt 


qctqqqatta 


caqqcqtqaq 


5820 


ccaccgcgcc 


cggccttaag 


attaattttt 


atggtgtttt 


acattcattt 


gtatggaaag 


5880 


ttctaggata 


gggatcatat 


ttcacttcct 


tttaatatag 


tacagtatag 


cacaatttgc 


5940 
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t ttaggt ttc 


ttgaactaaa 


attccttctg 


6060 


cfcgtcttcta 


agtcaatat t 


ggcagctatt 


tctgacaatt 


qqtaqttctt 


tgtaactttt 


6120 


tacctatcrac 


tataacatt t 


ttgactttca 


gaagaatttg 


ctaaaatgtg 


ttccccggtg 


6180 
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agcccaagga 


gtctggcagg 


gtgaatggca 


agagaaggaa 


acaggttcag 


6840 


gtagagtggt 


tagcccaagg 


tggctctgct 


tatatacaca 


actggtagta 


gaaacccagc 


6900 


ctcctgactt 


agttcattgt 


ttttcttttc 


actgccctgt 


gctatgtcaa 


aaaccccatg 


6960 


attacaagag 


ttgtattaca 


acccttcaca 


ataaggttac 


tgtccacaag 


cttttcttgt 


7020 
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gatccttttc tttttttttt ttcttttttt gagatggatt ctctgtcacc caggctggcc 7080 

cgccttggcc tcccaaaatg ctgggattac agcgtgagcc accgcacctg gcccttgtga 7140 

tccttttcta aaaagttaaa tatttaagga aaaaaccaca ttcttgtcac actgccaggt 7200 

tagtcgttct ttgatatctt gcctggactt tatccaaaaa atccgtttca aaaattcaca 7260 

tttagagcta agtgtagtgg ctcacgcctg taatcccggt cgaggcagat ggatcacttg 7320 

aggtcaggac ttcaagacca gcctgggcaa tatggtgaaa ccccttccct accaaaaata 7380 

caaaaaaatt agccgggtgt ggcagcacgc gcctgtagtc ccagctactt ggaatgctga 7440 

ggcacaagaa tcacttcaat ccgagaggca gaggttgcag tgagccaaga ccacaccact 7500 

gcactccagc ctgagcagca gagtgagtga gactccatct ccaaaaaaaa aaaaaaaggt 7560 

tcacattcag aagaaagcta aaggccgggt atagtagctc acacctgtaa tcccagcact 7620 

ttgggaagcc gaagcaggaa gattgcttga tgccaggcat tcaagaccag catgggcatc 7680 

atagtgagat cctgtctcta caaaaattaa ttaacattaa aaattaaaaa gatggctggc 7740 

atggtggctc actcctgtaa tcccagtact ttgggaggcc aaggcatggt ggtgcatgcc 7800 

tttagtccca gctactcggg aggctgaggc aggagaatca cttgaattca ggaggcggag 7860 

gttacagaga gccgagatgg tgccactgca ctccagcctg ggcgacagaa cgagactctg 7920 

tctgaaaaaa aaaaagaaaa ttaaaaagac cagaataaag ctaaagattt aaaatagcct 7 980 

ataggttcct accagaagtt accagctacc tctctgatag tctttcccta caatatcctc 8040 

ctggattatt acattttagc accttgacct atctgatgtc ctgcatacac aggcatggtc 8100 

ctgctcaggg tttgccttct ctgctccctc tttcttggaa tgctcttccc ctaattgttg 8160 

catagtgtgt ttctttacat tattaagcta tcctctagtc tcacctcagt gaaacctttc 8220 

ctgactcccc ccatgtacat ctcaccccca catagatatt gaactacctg tttcccctta 8280 

ccctgcttaa tttttctctt taatgcactt attcccatgt attctttaat tccgtatcaa 8340 

ctgtctacca cactagaata tgagctctat gagagcaggc tttattttgt aaactgctac 8400 

atttctatct cctagaatag tacttgaata tagtagtaga tacttaataa acacttgtta 8460 

tattagtata ataaatgaac taatctcagg aatgccttgg ttttgtggat agacaggtag 8520 

ggatgggaac ttgggtgatg tattttctga agtttttatt tttaagctta ttattatttt 8580 

gagatggagt ccagctctgt cgcccaggtt ggagtacagt ggcgcgatct tggctcactg 8640 

caacgtgcac ttccccggtt caagcgattc tcctgcctta gcctcccaag tagctgggat 8700 

tacaggcgca tgccaccatg cccagttagt tttggtattt ttagtagaga cagcgtttca 8760 
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ctgtgttggc caggctggtc tcgaaatcct gacctcatga tccgcccgcc tcggcctccc 8820 

aagtgctggg attacaagca tgagcccccg tgtctggcct tattttcttt tttttgagac 8880 

agagtcttcc tctgtcacct aggctggagt gcagtggcac gatattggct cactctgcaa 8940 

cctccacctc caggattcaa gtgatccttc taccttagtc tccaaagtag ctgagaccac 9000 

aggcatgcgc caccacgccc ggctaatttt tgtattttta gcgtagacag ggtttcacca 9060 

tattgtccag gatgatctgg aactcctgag ctcaggtgat ccacccacct cagcctccca 9120 

aagtgctagg attacaggca tgaggcacca tgcccggcct taagcttatc attttctaaa 9180 

tttcctttag tgagtactta ttacactgtt tttacaaagt aatcacaaac caaacatcat 9240 

gcctcttctg aagtgatcta ataagagtac acagtaccat ctgtaaagtg ttcttgccag 9300 

aaagttgaac ctgaatgatt aagcctgtaa gtctagttta taggaaataa ggctagagga 9360 

acaagttaaa cctcaccata gggttataca atcagcaaaa tccagaatgg gggaaactcc 9420 

acaggtcaaa tgacctaatt ttaaaaataa atgacaaggg agaaaaagta agagacacct 94 80 

atagatcaga agacacttgg ggctgggcat ggtggctcac acctgtaatc ccagcacttt 954 0 

gggaggccaa ggcaggcgga tcacctgagg tcaggagttc aagaccagcc ggccaacatg 9600 

gtgaaacccc aactctacta aaaatacgaa aaatcagccg ggcgtggtgg cgcacgcctg 9660 

tagttccaac tacctgggag gctgaggcag gagaatcact tgaacttggg aggcagaggt 972 0 

tgcagtgagc cgagatcgca ccattgcatg ccagtctggg ctacaaaagc aaaaccccat 9780 

ctcaaaaaaa agaagacact tgggtttggg tgtgttggct catgcctgta aaccccgtgc 984 0 

tgggaggatt gcttgagccc aggagttcaa ggctgcagtg aggtatgttt gcaccactgc 9900 

actccagcct aggtgacaga gtgtgacctt atcttaaaag taataataat taaaataatc 9960 

tggggtaggg gtggatatgg gtgaaacagc ttggccatga gttgatggtt gttggaccag 10020 

ggtgatggtc catatagttc attttattat tttatttact tgaaattttg aaatacttga 10080 

aattttccat attaagttaa aaaggcattt acagtaaaca aaaaaaaagt tctaggaagg 10140 

aattcaaaag aaatataagc agaaaatttt gtctttatgg agcttaaaga tgagatgtgc 102 0 0 

acccacagtg atagtgcaga aaaatatatc actggaaatg aattcgtacg aactattatc 10260 

aactaatctt ttaaatgctg atgatagtat agagtattga agggatcaat ataattctgt 10320 

tttgatatct gaaagctcac tgaaggtaag gatcgtattc tctgctgtat tctcagttcc 10380 

tgacacagca gacatttaat aaatattgaa cgaacttgag gccttatgtt gactcagtca 1044 0 
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taacagctca 


aagttgaact 


tattcactaa 


gaatagcttt 


atttttaaat 


aaattattga 


10500 


gcctcattta 


ttttcttttt 


ctccccccct 


accctgctag 


tctggagttg 


atcaaggaac 


10560 


ctgtctccac 


aaagtgtgac 


cacatatttt 


gcaagtaagt 


ttgaatgtgt 


tatgtggctc 


10620 


cattattagc 


ttttgttttt 


gtccttcata 


acccaggaaa 


cacctaactt 


tatagaagct 


10680 


ttactttctt 


caattaagtg 


agaacgaaaa 


atccaactcc 


atttcattct 


ttctcagaga 


10740 


gtatatagtt 


atcaaaagtt 


ggttgtaatc 


atagttcctg 


gtaaagtttt 


gacatatatt 


10800 


atcttttttt 


ttttttttga 


gacaaagtct 


cgctctgtcg 


cccaggctgg 


agtgcagtgg 


10860 


catgatcttg 


gctcactgca 


acctccgccc 


cccgagttca 


agcgattctt 


ctacctcagc 


10920 


ctcccaggta 


gctgggacta 


caggcacccg 


ccaccatgct 


tggctaattt 


ttgtactttt 


10980 


agtagagata 


aggtttcacc 


atattggcca 


ggctggtctc 


gaactcctga 


ccttgtgatc 


11040 


cacctgcctc 


ggcctcccaa 


agttctggga 


ttacaggcgt 


gagccaccac 


acccgactga 


11100 


catatattat 


ctattaggat 


gtaacatcat 


tttgaacagt 


gttttgtatt 


ttttgtgtcc 


11160 


atcagtgaaa 


gcaaactgca 


agcagttttg 


aaataagcac 


attgtgtttg 


agccttccca 


11220 


gtttctcctt 


tctgttcatt 


tctgcatatc 


cttatgcatt 


cccccttcta 


agggtcagtg 


11280 


tttgcccgct 


ttgtaatcat 


tgtgaagaca 


ggaaaggacc 


tgataccagt 


ttctatttag 


11340 


gccaaaattc 


atttatagca 


gtgattcaag 


ttatatttac 


gtatttgatg 


atcttgtctt 


11400 


ttgaaatgaa 


aatgtttgtt 


tcttaataaa 


agaatttcag 


aaaaagtaga 


gtaggtaatt 


11460 


tagtagaaca 


agtgggcttt 


ctccttttct 


ttatgttaag 


ctatggctca 


catcttacct 


11520 


taaatgtcaa 


ctaatttgtt 


tttaagtatt 


tatgtacctg 


gtacataacc 


tggtaccagg 


11580 


tacaaactat 


gtacttggta 


aaaagtttat 


tagcacaaaa 


aggtatatga 


tgcaaagtat 


11640 


acttccctct 


taccctacaa 


cccctgcctc 


cctgttccct 


ccccagacaa 


ccacaatgat 


11700 


caatttctta 


tgtatccttt 


gaggaatttt 


taaattccag 


agttcttaac 


ttggggttta 


11760 


tgaatagtct 


ttatgaattt 


cctagaatta 


tatttaaatt 


gtattcaaaa 


ctatggccat 


11820 


gtacattttt 


ctgggaagat 


agtccataat 


tttcatctga 


gtgagctaag 


atcatgccac 


11880 


tgcattccag 


cctgggcgac 


aagagggaga 


ctcaaaaaaa 


aaaaaaaaaa 


gtcccagtat 


11940 


ttactacaga 


gagctaaaga 


ttaaccttta 


aagccctggg 


gctttcaatt 


tatctggatg 


12000 


agaatctttc 


tggaatgaac 


tgtatgtttt 


cttgtcagct 


tgagtaacaa 


atgctgaaca 


12060 


tactatacta 


ttattacagg 


gactcaaggg 


cccagtgtgg 


tagctcctgc 


ccataacccc 


12120 


agcactttgg 


gaggccaagg 


caggaagatc 


acttaaggcc 


aggagttcga 


agctgtagtg 


12180 
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catgccaatg 


12900 
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gtgagactct 
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aaagaaaata 


12960 


catccaggaa 


aaataagcta 


actttgcata 


tgtgtatagg 


agttgtgtta gaaaaggaag 


13020 


aagccctcaa agatgggaag 


ccatttgcaa 


gaaagagaag 


gtccaagagg 


aggcagaagg 


13080 


gattggaaat 


agaaaaagga 


tgtaagaaag 


agttgattat 


tactcataaa 


cagtaatgaa 


13140 


ggaaaaggag 


agtaattcta 


caggaagatg 


ctgaggtgct 


ttgagcccag 


tgaagttgga 


13200 
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gctgttgagg 


ccgggcacgg 
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agcacttttg 


13260 
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agaaacccca 


tctctactaa 


aaatacaaaa 
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gtggaggcgc 


atgcctgtaa 


13380 


tcccagttac 


ttgggaggct 


gaggcaggag 


aatcacttga 


acctgggagg 


cggaggttgc 


13440 


agtgagccga 
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ttgcactcca 


gcctgggcga 
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13500 


aaaaaaaaaa 


acaacaaaaa 


acagctgttg 
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gattagagtt 


ggcaactgga 
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gaagagtgag 


aagcttggtt 


tcaagcttgt 


gatagtcagg 


attgtgatag 


tcaggaaaga 


13 620 


accagtcata 


aagatatatg 


tgtgtgtata 


catataaata 


tgttatatat 


atgtgtgtgt 


13680 


gtgacacata 


tatatttttg 


tttgtttctt 


tgagacagtg 


tctccctctg 


acacccaggc 


13740 


tggagttcag 


tggtgtgatc 


atagttcact 


tttaccttgc 


aatctgggtt 


caagcaatct 


13800 


ctcatctcag 


cccctcaagt 


agctaggact 


acaggtacat 


ggcatttgcc 


cagctaattt 


13860 
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ttaagtttct tgtagagatg ggccagccat attttaaatt gtgttttgaa tgttatatta 13920 

gaattaaaag tccaaagccg ggtgtggtgg ctcacgcctg taatcccagc actttgggag 13980 

gctgaggtgg gcggatcacg aggtcaggag ttcgagacca gcctggccaa tatggtaaca 14 04 0 

ccatctctac taaaaataca aaaattagct gggtatgggg gcacatgcct gtagtcccag 14100 

ctactcagga ggctgaggca gaggaacctc ttgaacccag gaggcagagg ctgcagtgag 14160 

ttgagatcgt gccactgtac tctagcctgg gcgacagagc aagattccgt ctcaaaaaaa 14220 

aaaaaagtcc agtataatgc ccatgtgata gatcgacttt ttcatgaaat ctcttctgta 14280 

atatcaatat aatctgaata acactttgat ctatatgatg agaaagctgg gagcctggga 14340 

gcgatacccc catgcttttg ttgtattaat tgtattttct acggataaac tctaattgct 14400 

aaaaataaaa caactttatt gacccaagca agcctaaagt tctgaaatct tttttttatt 14460 

tttgtttgtt tgtttgtttg tttttgtttg ttttgttttg agacggagtc tcgctctgtc 14520 

gcccaggctg gagtgcggtg gtgcagtctc ggctcactgc aagctccacc tcccgggttc 14580 

acaccattct cctgcctcag cctcccaagt agctgggact acagacgcct gccaccacgc 14640 

ccagctaatt tttttgtatt tttagtagag aaagggtttc accgtgttag ccaggatggt 14700 

ctcgatctcc tgacctcgtg atctgcccgc cttggcctcc ctaagttctg ggattacaag 14760 

tgtgagccac cacgcccggc tgtttttttt tgttttgttt tgagacggag tctcactgtg 14820 

ttgcccagac tggagtgcag tggcatgatc tcagctcact gccacctcca tctcctgggt 14880 

tcaagcaaat ctcctgcctc agcctcccga gtagctggga ctacaggcat gtgccaccac 14 94 0 

acctggctaa tttttgtatt tttagtagag acggggtttc actatgttgg ccaggctggt 15000 

ccaaaactcc tgacctcagg tgatctgctc gccttggcct cccacagtgc caggattaca 15060 

ggcatgagcc accttgccca gccagttctg aaatctttta tgaagcctat aaaaaaagat 15120 

aataatacca atctagaaaa tatttcttaa ggcagtcatg cattagtttg aactttccaa 15180 

acaaaaaaat gcaatgtgta atactttttt tttttttttt gagatggagt cttgttctgt 15240 

tgcccaggct ggagtgcagt ggtacaatct cggctcactg cagcctctgc ctctctggtt 15300 

caagtgattc tcctgcctca gcctcccaag tagctgggat tacaggcgtg caccaccatg 15360 

catggctaat ttttgtattt ttagtagaga cagggtttca ccatgttgac aaggctgatc 15420 

tcgaactcct gacctcaggt gatccgccca cctcagcctc ccaaagtgct gagattacag 15480 

gcattagcca ccacgcccag ccttttattt tagtagagac catgtttcac catgttgacc 15540 

aagctggtct tgagctgacc tcaagtgatc cgcccacctc cacctcccaa aatggtggga 15600 
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ttataggcat gagccaccgc acccagcctg taatactttt ttgaagatct agaaccacat 15660 

tgttcaaaga gatagaatgt gagcaataaa tgtaacttaa atttttcaac agctactttt 15720 

tttttttttt tttgagacag ggtcttactc tgttgtccca gctggagtac agtggtgcga 15780 

tcatgaggct tactgttgcc ttgacctcct aggctcaagc gatcctatca cctcagtctc 15840 

ccaagtagct gggactgtaa gtgcacacca ccatatccag ctaaattttg tgttttctgt 15900 

agagacgggg tttcgccatg tttcccaggc tggtcttgaa ctttgggctt aacccgtctg 15960 

cccacctagg catcccaaag tgctaggatt acaggtgtga gtcatcatgc ctggccagta 16020 

ttttagttag ctctgtcttt tcaagtcata tacaagttca ttttctttta agtttagtta 16080 

acaaccttta tacatgtatt ctttttctag cataaagaaa gattcgaggc cgggtgcggt 16140 

ggctcacgcc tgtaatccca gcactttggg aggctgagat gggcacatca cgaggtcagg 16200 

agatcgagac catcctggct aacatggtga aaccccgcct ctactaaaat tacaaaaagt 16260 

tagccaggcg tggtagcggg cacctgtagt cccagctact caggaggctg aggcaggaga 16320 

atggcgtgaa cccaggaggc agagcttgca gtgagcagag attgtgccac tgcactccag 16380 

cctgagagac agagcgagac tccgtctaaa aaaaaaaaaa aagattcgaa tccttatctt 1644 0 

ggttgatttt tgcgtatcta gttccactga attatttata taattgtata gactacagca 16500 

cgagacagct tagcttgtca ctctactgta ctatattctg cagtactatc ataagggaat 16560 

ttcctcccta cccctgctct gaattgttca attgtactat ttgctggagt aatgcttgat 16620 

gccttcttga tccattatac tagagtatat gtagtatttg tagattctga aggagtggga 16680 

gcctctattc tgagttttaa aggtacttat gtacagtgga ggtagctttt tgacagcctc 16740 

atcttccaaa ctatagagtc attgttttgt tgagtgcaat atggtacttg aagcatctat 16800 

atcggcgaag aaggacccaa gtctccttga ccttacctac ctacattcac tttctctggt 16860 

aggaagattg tgggtgcctc tctccagact tagtttccat gtcaaaaaag aaaaaaggaa 16920 

gattgtgggc tttgctacaa tccaattctg gatccaatat aaccttcatt gcttaattac 16980 

tgtgtgatct gggacaagcc tctactctat aaaaatgaag ataaggccag gcttgatggc 17 04 0 

tcatgcctgt aatcccagca cgttgggatg ccaaggcagg aggatcactt gaggtcagga 17100 

gttcgagacc agactgggca atatagtgaa accacatctg tacaaaaata aagatagaaa 17160 

gtagcccagc gcaatggctc acacctgtaa tcccagcact ttgggaggct gaagcaggcg 1722 0 

atcacttgag gtcgggagtt caagactgta gacagataga taggtaggta gatagatagg 17280 
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taggtagata 


gatagagata 


tagatatagt 


tggggttttt 


ttgttttgtt 


ttgttttgtt 


17340 


tttgagatgg 


agtttcgctc 


ttgttgccca 


ggctggagtg 


caatggcgcg 


atctcagttt 


17400 


actgcaacct 


ccgcctcccg 


ggttcaagag 


attctcctgc 


ctcagcctcc 


tgagtagcca 


17460 


ggattacagg 


catatgccac 


catgcccggc 


taatttttgt 


atttttagta 


gagacagggt 


17520 


ttctccgtgt 


tggtcaggct 


ggtcttgaac 


tcctgacctc 


tcccaaagtg 


ttgggattac 


17580 


aggcgtgagc 


caccgctcct 


ggcctttttt 


tttttttttt 


tttttttttt 


gagacagagt 


17640 


cttcctctgt 


tgcccagggt 


ggagtgcagt 


ggcactcttc 


tcagctcatt 


gcaacctctg 


17700 


ccatcctggg 


ttccagtgat 


tctcatgcct 


cagcctccca 


agtagctggg 


actcaggcgt 


17760 


gtgcccacca 


cgcctggcta 


attttgttgt 


atttttagta 


gagacagggt 


ttcaccatgt 


17820 


tagccaggct 


ggtctcaaac 


tccaggcctc 


aagtgatctg 


cctgcctcag 


cctcctggga 


17880 


ttgcagacat 


gagccactgc 


acccggccaa 


gagagggtaa 


taaatgttaa 


attacctggc 


17940 


tagtaaaaaa 


tattctctaa 


gtgtcttttc 


tcacaattcc 


caatgccttt 


tttttttttt 


18000 


tggcacaatc 


tcactctgtt 


gcccaggctg 


gaatgcaatg 


gtgcaatatt 


ggctcactgt 


18060 


aacccccgcc 


tcacaggttc 


aacttattct 


catgcctcag 


cctcccgagt 


aactgggact 


18120 


acagtgcacc 


accaccacac 


ccagctaatt 


tttgaatatt 


tagtagagac 


agggtttcac 


18180 


catgttggcc 


aggctggtct 


tgaactcctg 


gcctcaagtg 


attcacccac 


cccgcaagtg 


18240 


ctgggattac 


aggtgtggac 


caccgtgcac 


agccctagtg 


actttttttt 


tagcccctta 


18300 


atcttttctt 


tcctgggtct 


cttcattgtc 


agtgtctgct 


atttactccc 


tacctagtca 


18360 


cccccttcac 


cagtatatta 


tgtcctttat 


gttttatttt 


gcaggatctt 


attttgcttt 


18420 


tctattgaat 


cccctccatc 


tagaatagta 


ctagacatag 


taaatattgg 


ttgtatgagt 


18480 


gaatcgctgc 


ttttaattat 


catcaccatt 


gctctctcta 


cttctggtct 


atgatccact 


18540 


ttgagttaac 


ttttgttatt 


tggtgtgaga 


taggagtata 


atttcattct 


tttacatgtg 


18600 


gttatacttt 


tgtctcaaca 


ctgtttgtta 


aaaacacaaa 


aagtattatt 


ttcccattta 


18660 


atcatctttg 


gcctgggcac 


ggtggctcat 


gcctgtaatc 


ccagcactct 


ggaaggccaa 


18720 


ggcagatgga 


tcaatttgag 


gccaggagtt 


caagactagc 


caacatggtg 


aaactaaaaa 


18780 


tacaaaaaat 


tagctgggta 


tggtggtgca 


tgtctgtaat 


cccagctact 


cgggaggctg 


18840 


aggcacgaga 


attgcttgag 


cctaggaggt 


ggaggttgta 


gtgagctgag 


attgtgtcac 


18900 


taccctccag 


cctgggtgat 


agagtgagtc 


tgtctcaaaa 


aaaaaaaaaa 


aaaattaaga 


18960 


aaataaaaat 


cgtcggccag 


gcatggtggc 


tcacacctgt 


aatcccagca 


ctttgggagg 


19020 
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cagaggcggg cagatcacga ggtcaggaga tggagaccat cctggctaac atggtgaaac 19080 

cccgtctcta ctaaaaataa aaaaattagc cgggcatggt gctgggcgcc tgtagtccca 1914 0 

gctgctcggg aggctgaggc aggagaatgg cgtgaaccca ggaggtggag cttgcagtga 19200 

gccgagatcg tgccactgca ctccagcctg ggagacagag cgagactccg tctcaaaaaa 19260 

aaaaaaaaaa aaaattgtct tggtatttat tattgttgaa aatcgcttga tcacagatgt 19320 

atgtatgagt ttatttctgt actgtcaatt ccattttatt gatgtatgtg tctattctta 19380 

tgctattacc acactttctt gattactata gctttgtggt gaggtgttga gattttaaac 19440 

taattataag catcttacat gaactactta ccgtttatat ttgattatgc agcatgaaat 19500 

aattatgaat atatcattaa atatgccata ttaactttta ttaagtttta tgtgatcata 19560 

acagtaagcc atatgcatgt aagttcagtt ttcatagatc attgcttatg tagtttaggt 19620 

ttttgcttat gcagcatcca aaaacaatta ggaaactatt gcttgtaatt cacctgccat 19680 

tactttttaa atggctctta agggcagttg tgagattatc ttttcatggc tatttgcctt 19740 

ttgagtattc tttctacaaa aggaagtaaa ttaaattgtt ctttctttct ttataattta 19800 

tagattttgc atgctgaaac ttctcaacca gaagaaaggg ccttcacagt gtcctttatg 19860 

taagaatgat ataaccaaaa ggtatataat ttggtaatga tgctaggttg gaagcaacca 1992 0 

cagtaggaaa aagtagaaat tatttaataa catagcgttc ctataaaacc attcatcaga 19980 

aaaatttata aaagagtttt tagcacacag taaattattt ccaaagttat tttcctgaaa 20040 

gttttatggg acatctgcct tatacaggta ttagaaactt actgcctttc tctaatgctt 20100 

ctagtgtaaa aacttgcaga cttatgtaaa gtagggctgt atcgccgtgc ccccattgtc 20160 

tgttaatctt gtttttatat ttttgattgt gtttcctttt cttttttttt ttttttttaa 20220 

gacagggtcc tgctctgtca ctgaggctgg agtgcagtgg cgtgatctcg gctcactgta 20280 

gcctctgtct cccagcctct tcctgcctta gcctcccaaa tagctgggac tacaggcaca 20340 

cgctaccatg cccggccaat ttttgtattt tttgtagaga tgaggtttta ccatgttgcc 20400 

caggctggta actcctgagc tcaggtgatc tgcccacctc ggcctcccaa agtgctgggg 20460 

ttcacaggtg tgtgtttatt tctatctaat tatttacaca aacacaatgt atttatatat 20520 

tgtgtatctc ttctgctaca atgtaaattc tatgagagta gtaattttgt ctgtctcaac 20580 

actgtttttc ctaagtttgg tacatagtag gcactcagat gcttaaagga atgaatgaat 20640 

tgtgctttaa ttccacttta ctaaacccaa atctcccttt ggacattgtt atctatgtgt 20700 
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tttcaaagaa 


gtataatcat 


aatttgacag 


aaatccttga 


gaggcagaac 


taagtgaggg 


20760 


attgggcagg 


gttcagatgt 


taagaacagt 


aagctcagca 


gggtgtgatt 


gctcatgcct 


20820 


ataaccctag 


cactctagga 


ggctgaggtg 


ggatgattgc 


ttgaggccag 


gagtttgaaa 


20880 


tcagcctggg 


caacatagtg 


agaccccatc 


actaccaaca 


aaataaataa 


ataaatgtac 


20940 


atggtggcat 


atgcccatag 


tcctagctac 


ttgggaggct 


atagtgggag 


gatagcttga 


21000 


gtacagaagt 


ctgaggctgc 


agtgagctat 


gattgtggca 


ctgcatgcta 


gcctgggcaa 


21060 


tagagcaaga 


ccctgtctct 


aaattaaaca 


aaaaaaaaag 


tactctagtt 


ttctatgcaa 


21120 


tgcattatat 


ctgctgtgga 


tttagggcag 


tattatatca 


gataatttta 


ggcatttggt 


21180 


aggcttaaat 


gaatgacaaa 


aagttactaa 


atcactgcca 


tcacacggtt 


tatacagatg 


21240 


tcaatgatgt 


attgattata 


gaggttttct 


actgttgctg 


catcttattt 


ttatttgttt 


21300 


acatgtcttt 


tcttatttta 


gtgtccttaa 


aaggttgata 


atcacttgct 


gagtgtgttt 


21360 


ctcaaacaat 


ttaatttcag 


gagcctacaa 


gaaagtacga 


gatttagtca 


acttgttgaa 


21420 


gagctattga 


aaatcatttg 


tgcttttcag 


cttgacacag 


gtttggagtg 


taagtgttga 


21480 


atatcccaag 


aatgacactc 


aagtgctgtc 


catgaaaact 


caggaagttt 


gcacaattac 


21540 


tttctatgac 


gtggtgataa 


gaccttttag 


tctaggttaa 


ttttagttct 


gtatctgtaa 


21600 


tctattttta 


aaaaattact 


cccactggtc 


tcacacctta 


ttttatcaat 


cgtaaggtgc 


21660 


acatttttca 


catcttaaca 


tctctgaaat 


tgggaacatt 


ttactattga 


gggtgtgtca 


21720 


tttgtttaat 


ttgtgtgctt 


tctttcttag 


tgatacagaa 


aataatagtg 


caacttacat 


21780 


tgttggtgtc 


ttagctttag 


tgaaatacag 


tattgatagg 


caaatttctt 


agtgttaagg 


21840 


tagaaaacaa 


ggactctaaa 


taactttgat 


ggtctgtgta 


tttgtttttg 


tttcctagga 


21900 


gtaaaatttc 


cagttgattt 


tttaaaattt 


gatttttaaa 


aaaaatcaca 


ggtaacctta 


21960 


atgcattgtc 


ttaacacaac 


aaagagcata 


catagggttt 


ctcttggttt 


ctttgattat 


22020 


aattcataca 


tttttctcta 


actgcaaaca 


taatgttttc 


ccttgtattt 


tacagatgca 


22080 


aacagctata 


attttgcaaa 


aaaggaaaat 


aactctcctg 


aacatctaaa 


agatgaagtt 


22140 


tctatcatcc 


aaagtatggg 


ctacagaaac 


cgtgccaaaa 


gacttctaca 


gagtgaaccc 


22200 


gaaaatcctt 


ccttggtaaa 


accatttgtt 


ttcttcttct 


tcttcttctt 


cttttctttt 


22260 


ttttttcttt 


tttttttttg 


agatggagtc 


ttgctctgtg 


gcccaggcta 


gaagcagtcc 


22320 


tcctgcctta 


gcccccttag 


tagctgggat 


tacaggcacg 


cgccaccatg 


ccaggctaat 


22380 


ttttgtattt 


ttagtagaga 


cggggtttca 


tcatgttggc 


caggctggtc 


tcgaactcct 


22440 
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ccttggcctc 
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gggattacag 
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ccaaaaaaga 


23160 


gagctcttat 


aggcccttcc 


ttgctttgga 


gctttatctg 


ctctcrtcratcr 


cttatctaaa 


23220 


atagecataa ggtcactgat 


atttttaagc 


atttggaaat 


tacttcagct 


gggtgccatg 


23280 


gctcatgcct 


ataatcccaa 


ccctttggga ggctgaggta 


ggaggtcctt 


tgagcccagc 


23340 


ttgggcaaca 


cagtgagaca 


ctgtctctgc 


aattaaaaaa 


aaaaaaaaag 


tagctgggtg 


23400 


ccgtggctca 


cgcctgtaat 


tccagcacta ggaggcttga ggattgcctg agctcaggag 


23460 


ttcaagacca 


gtttgggcaa 


catagcaagt 


ccttgtctat 


attaaaagtt 


tttttaaatt 


23520 


atctgggcat 


ggtggtgtgt 


gcctgtagtc 


ccagctactt 


gggaagctga gacagaagga 


23580 


tcacttgagt 


ccaggagatg 


tagactacag 


tgagctatga 


tcactccact 


gcacttcagc 


23640 


gtgggcggca aagcaagatc 


tagttgcaaa 


aaaaaaaaga 


actggctggg 


tgeggegget 


23700 


aacacctgca 


atcccagcac 


cttgggaggc 


tgaggccagt 


ggatcatgag gtcaggagat 


23760 


tgagaccacc 


ctggccaaca 


tggtgaaacc 


cggtctctac 


taaaaataca 


aaaattagct 


23820 


gggtgtggtg 


gcacgtgcct 


gtaatcccag 


ctactccaga 


ggctgaggat 


ggagaatcac 


23880 


ttgaacctga 


gagteggagg 


ttgcagtgag 


ccgagattgc 


gccactgcac 


tccagcctgg 


23940 


egacagageg 


agactccgtc 


tcaaaaaaaa 


aaaaaaaaaa 


gcttcacgcc 


tgtaatccca 


24000 


gcactttggg 


aggecgagtc 


aagtggatca 


cgaggtgtgg 


agatcaagac 


tatcctggct 


24060 


cacatggtga 


aagcccgtct 


ctactaaaaa 


cacagaaaaa 


ttagctgagc 


gtgatggcgg 


24120 
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actcctgtag 


tcccagctac 


tcgggaggct 


gaggcaggag 


aatagcatga 


acccgggagg 


24180 


tggagcttgc 


agtgagccga 


gatcccgcca 


ctgcgatcca 


gcctgggcga 


cagagtgaga 


24240 


ctctgtctca 


aaaaaaaaac 


aaaaaaactt 


agctgggcgt 


ggtggtatgc 


acctgtggtc 


24300 


ctagctactt 


gggaggctga 


ggctggagca 


ttgctttaac 


atagagagtc 


aaggctgcag 


24360 
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ggctcgtgcc tgtaatccta acgctttgga agaccgaggc agaaggattg gttgagtcca 27600 

cgagtttaag accagcctgg ccaacatagg ggaaccctgt ctctattttt aaaataataa 27660 

tacatttttg gccggtgcgg tggctcatgc ctgtaatccc aatactttgg gaggctgagg 27720 

caggtagatc acctgaggtc agagttcgag accagcctgg ataacctggt gaaacccctc 27780 

tttactaaaa atacaaaaaa aaaaaaaaat tagctgggtg tggtagcaca tgcttgtaat 27840 

cccagctact tgggaggctg aggcaggaga atcgcttgaa ccagggaggc ggaggttaca 27900 

atgagccaac actacaccac tgcactccag cctgggcaat agagtgagac tgcatctcaa 27960 

aaaaataata atttttaaaa ataataaatt tttttaagct tataaaaaga aaagttgagg 28020 

ccagcatagt agctcacatc tgtaatctca gcagtggcag aggattgctt gaagccagga 28080 

gtttgagacc agcctgggca acatagcaag acctcatctc tacaaaaaaa tttctttttt 28140 

aaattagctg ggtgtggtgg tgtgcatctg tagtcccagc tactcaggag gcagaggtga 28200 

gtggatacat tgaacccagg agtttgaggc tgtagtgagc tatgatcatg ccactgcact 28260 

ccaacctggg tgacagagca agacctccaa aaaaaaaaaa aaaagagctg ctgagctcag 28320 

aattcaaact gggctctcaa attggatttt cttttagaat atatttataa ttaaaaagga 28380 

tagccatctt ttgagctccc aggcaccacc atctatttat cataacactt actgttttcc 28440 

ccccttatga tcataaattc ctagacaaca ggcattgtaa aaatagttat agtagttgat 28500 

atttaggagc acttaactat attccaggca ctattgtgct tttcttgtat aactcattag 28560 

atgcttgtca gacctctgag attgttccta ttatacttat tttacagatg agaaaattaa 28620 

ggcacagaga agttatgaaa tttttccaag gtattaaacc tagtaagtgg ctgagccatg 28680 

attcaaacct aggaagttag atgtcagagc ctgtgctttt tttttgtttt tgtttttgtt 28740 

ttcagtagaa acgggggtct cactttgttg gccaggctgg tcttgaactc ctaacctcaa 28800 

ataatccacc catctcggcc tcctcaagtg ctgggattac aggtgagagc cactgtgcct 28860 

ggcgaagccc atgcctttaa ccacttctct gtattacata ctagcttaac tagcattgta 28920 

cctgccacag tagatgctca gtaaatattt ctagttgaat atctgttttt caacaagtac 28980 

atttttttaa cccttttaat taagaaaact tttattgatt tattttttgg ggggaaattt 29040 

tttaggatct gattcttctg aagataccgt taataaggca acttattgca ggtgagtcaa 29100 

agagaacctt tgtctatgaa gctggtattt tcctatttag ttaatattaa ggattgatgt 29160 

ttctctcttt ttaaaaatat tttaactttt attttaggtt cagggatgta tgtgcagttt 29220 

gttatatagg taaacacacg acttgggatt tggtgtatag atttttttca tcatccgggt 29280 
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actaagcata ccccacagtt ttttgtttgc tttctttctg aatttctccc tcttcccacc 29340 

ttcctccctc aagtaggctg gtgtttctcc agactagaat catggtattg gaagaaacct 29400 

tagagatcat ctagtttagt tctctcattt tatagtggag gaaataccct ttttgtttgt 29460 

tggatttagt tattagcact gtccaaagga atttaggata acagtagaac tctgcacatg 2 952 0 

cttgcttcta gcagattgtt ctctaagttc ctcatataca gtaatattga cacagcagta 29580 

attgtgactg atgaaaatgt tcaaggactt cattttcaac tctttctttc ctctgttcct 29640 

tatttccaca tatctctcaa gctttgtctg tatgttatat aataaactac aagcaacccc 29700 

aactatgtta cctaccttcc ttaggaatta ttgcttgacc caggtttttt tttttttttt 29760 

tttggagacg gggtcttgcc ctgttgccag gatggagtgt agtggcgcca tctcggctca 29820 

ctgcaatctc caactccctg gttcaagcga ttctcctgtc tcaatctcac gagtagctgg 29880 

gactacaggt atacaccacc acgcccggtt aattgaccat tccatttctt tctttctctc 29940 

tttttttttt ttttttttga gacagagtct tgctctgttg cccaggctgg agtacagagg 30000 

tgtgatctca cctctccgca acgtctgcct cccaggttga agccatactc ctgcctcagc 30060 

ctctctagta gctgggacta caggcgcgcg ccaccacacc cggctaattt ttgtattttt 30120 

agtagagatg gggtttcacc atgttggcca ggctggtctt gaactcatga cctcaagtgg 30180 

tccacccgcc tcagcctccc aaagtgctgg aattacaggc ttgagccacc gtgcccagca 30240 

accatttcat ttcaactaga agtttctaaa ggagagagca gctttcacta actaaataag 30300 

attggtcagc tttctgtaat cgaaagagct aaaatgtttg atcttggtca tttgacagtt 30360 

ctgcatacat gtaactagtg tttcttatta ggactctgtc ttttccctat agtgtgggag 30420 

atcaagaatt gttacaaatc acccctcaag gaaccaggga tgaaatcagt ttggattctg 30480 

caaaaaaggg taatggcaaa gtttgccaac ttaacaggca ctgaaaagag agtgggtaga 3 054 0 

tacagtactg taattagatt attctgaaga ccatttggga cctttacaac ccacaaaatc 30600 

tcttggcaga gttagagtat cattctctgt caaatgtcgt ggtatggtct gatagattta 3 0660 

aatggtacta gactaatgta cctataataa gaccttctgt aactgattgt tgccctttcg 30720 

tttttttttt tgtttgtttg tttgtttttt tttgagatgg ggtctcactc tgttgcccag 30780 

gctggagtgc agtgatgcaa tcttggctca ctgcaacctc cacctccaag gctcaagcta 30840 

tcctcccact tcagcctcct gagtagctgg gactacaggc gcatgccacc acacccggtt 30900 

aattttttgt ggttttatag agatggggtt tcaccatgtt accgaggctg gtctcaaact 30960 
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aagcccacct aattgtactg aattgcaaat tgatagttgt tctagcagtg aagagataaa 32760 

gaaaaaaaag tacaaccaaa tgccagtcag gcacagcaga aacctacaac tcatggaagg 32820 

taaagaacct gcaactggag ccaagaagag taacaagcca aatgaacaga caagtaaaag 32880 

acatgacagc gatactttcc cagagctgaa gttaacaaat gcacctggtt cttttactaa 32940 

gtgttcaaat accagtgaac ttaaagaatt tgtcaatcct agccttccaa gagaagaaaa 33000 

agaagagaaa ctagaaacag ttaaagtgtc taataatgct gaagacccca aagatctcat 33060 

gttaagtgga gaaagggttt tgcaaactga aagatctgta gagagtagca gtatttcatt 3312 0 

ggtacctggt actgattatg gcactcagga aagtatctcg ttactggaag ttagcactct 33180 

agggaaggca aaaacagaac caaataaatg tgtgagtcag tgtgcagcat ttgaaaaccc 33240 

caagggacta attcatggtt gttccaaaga taatagaaat gacacagaag gctttaagta 33300 

tccattggga catgaagtta accacagtcg ggaaacaagc atagaaatgg aagaaagtga 33360 

acttgatgct cagtatttgc agaatacatt caaggtttca aagcgccagt catttgctcc 33420 

gttttcaaat ccaggaaatg cagaagagga atgtgcaaca ttctctgccc actctgggtc 334 80 

cttaaagaaa caaagtccaa aagtcacttt tgaatgtgaa caaaaggaag aaaatcaagg 33540 

aaagaatgag tctaatatca agcctgtaca gacagttaat atcactgcag gctttcctgt 33600 

ggttggtcag aaagataagc cagttgataa tgccaaatgt agtatcaaag gaggctctag 33660 

gttttgtcta tcatctcagt tcagaggcaa cgaaactgga ctcattactc caaataaaca 33720 

tggactttta caaaacccat atcgtatacc accacttttt cccatcaagt catttgttaa 33780 

aactaaatgt aagaaaaatc tgctagagga aaactttgag gaacattcaa tgtcacctga 33840 

aagagaaatg ggaaatgaga acattccaag tacagtgagc acaattagcc gtaataacat 33900 

tagagaaaat gtttttaaag aagccagctc aagcaatatt aatgaagtag gttccagtac 33960 

taatgaagtg ggctccagta ttaatgaaat aggttccagt gatgaaaaca ttcaagcaga 34020 

actaggtaga aacagagggc caaaattgaa tgctatgctt agattagggg ttttgcaacc 34 080 

tgaggtctat aaacaaagtc ttcctggaag taattgtaag catcctgaaa taaaaaagca 34140 

agaatatgaa gaagtagttc agactgttaa tacagatttc tctccatatc tgatttcaga 34200 

taacttagaa cagcctatgg gaagtagtca tgcatctcag gtttgttctg agacacctga 34260 

tgacctgtta gatgatggtg aaataaagga agatactagt tttgctgaaa atgacattaa 34320 

ggaaagttct gctgttttta gcaaaagcgt ccagaaagga gagcttagca ggagtcctag 34380 
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catccatgga cgaaccttga agacattgtg ttaactgaaa taaaccggac accaaaggac 37860 

acatgttata tgcttccact tatatgagat acctagaata gttacatttg gttactctgg 37920 

gtacattgcc tatagataag ccttgctcca caaggagcag ttaaaaaaaa aaaaaagata 37980 

aattcatagg atggaaggta gaatagtggt tactagggac ttggggaggg ggaaatgggg 3 8040 

agttactgtt tgatgagtgc agatttcagt ttgggatgat gaaaaagttc tggagataga 38100 

tagtggcaat ggtaacacaa cagtgtgaaa ataatgccac tgaactgtac acttaaaatg 38160 

attaaaatga taagttaatt gtaatttgtg ttatccagaa atggttagca atttattggt 38220 

gtatattctt ttagtattcc tgtgtgtgca caggggtgct tgtatatact ttatctttaa 38280 

aatatatcca ggaagctagg cacagtggct tacacctgta atcccagcac tttgggaggg 38340 

tgaggcagga agattgcctg agccccggag gtcaaggctg cagtgagttg tgatcacgct 38400 

actgcactct gttctgggca acccctgtct gggaaaaaaa aaaaaattag tgaggcttag 38460 

tggtgcacac ctgtagtctc agctacttga gtggctgggg taggattgct tgatcccagc 38520 

aagttgaggc cgtggtgagc catgatggtg ccactgcact ccatcctggg tgatatggtg 38580 

agaccctgtc tcaaaaacaa gaaatccaga taattctgtg cattataatc tagcttttac 3864 0 

tggatcatta aaattctttt ttcttttttt tttttttttt ctgagatgga gtttcactct 38700 

tgttgcccag gctggagtgc agtggtgtga ccttggctca ccgcatcctc tgcctcccgg 38760 

gttcatgcga ttctcctgcc tcagcctccc gagtagctgg gattacaggc atgtgccacc 38820 

atgcccagct aactttgtat ttttagtaga gacagggttt ctccatgttg accaggctgg 38880 

tctcaaactc ctggcctcaa gtgatccacc cacctcggcc tcccaaagtg ctggggttac 38940 

aggcgtgagc caccgcactc agcctgggtc gttaaaattc ttaagtgact tcatttttaa 39000 

ttactatatg ggattctatc tttccagtgt atcatgattt atttgaccta ttgctgaatg 39060 

ttggaggttt cagggtaaga ggcacagttt gctattatgt acatcactat agtggcatcc 39120 

tgatagctaa atatttgcct acatccctga ttatttcctt agtctaaatt actgggacta 39180 

ggattttggt gtttgataca tgttactaaa ttgtttttta gaaagattaa accagtttat 39240 

gctcttccag cccctgtggt atatgatagt tcccattttc ctgtaccttg ccaacactgg 39300 

gtgatatcca gttttaaaat ctaaatcttg cattgctatg agaactacaa ttagagaagg 3 9360 

cttatcttct actgcccatt ctctgtacag agcaaatccc tctagacctg aagccccttg 39420 

gagttgtcaa gaaacctttg agatgactcc ccactctgta tctgagctgt caccagtatt 39480 

ctccacttct tcaggattgc catggcaact aaattgatga aaagatttag gaggcctttt 3 954 0 
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ctctctttgc aattcctatg atcctttttg aatgtgggtt tgggactctg tcaatatacc 39600 

catcatctaa ttctgtccat tgtgttttaa agtttaaggt tgcaatttct gattacatct 39660 

gccttagcca tactgtatta tatttgacat tcaatataca atgtccttgt ttttctgtat 39720 

ttctaatctt attcccagag atgtgtctat ttgttcagga ttcattttgc aacgtgtttt 39780 

tactaagcat ctacccaaaa ccgttgaagt cagatttcag gctgtcttac gtctaaagta 3984 0 

gcacaggcag gaaaaactat tgaagtggga tttttttttc cctttttgta ctgaaccgag 39900 

aaaaagtata tagatgatag agaattccta atttggtatc attgatatct gggtttttgt 39960 

ttgtttttac agaagactga ttaactatac ttatttatta atttatcttc tcattaataa 40020 

acacttgctg agtgcttact gtctgctagg cattagggag acaaatatga ttaagggaag 40080 

cttcctccta tcaaggtcat gtgttccatt tgggtatact aatgcattag caatgtaaat 40140 

caagtagtga gagatcatct gttcccgata ggagatggat tattggtggg gacttctgtg 40200 

tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtatgta tgtgataaaa taaatatagg 40260 

aaatgttaat tatagattct aagtagtaga tatataaaca ctcattgcaa agttgcttca 40320 

agttttctgt atatttgaaa atattcacaa catgtcgaca aaactagcat gataaagcca 40380 

ctatttgtgc taagacttca gcttgtatct ggattaggct tattatgtag tagtaggaac 40440 

attagaaata gttttaactc attaaataca catgttttat gggaaggttt tatatatata 40500 

tttatatgta atgaatgtga acaaacaagg gtcagatata cactctgctt ccctccagac 40560 

cagttccggc tgctctgctg cacatttcag gagtcttatt agaattagcc acattctgcc 40620 

cacttgccct tacttctcat atttcacaac tcctcctggt ggggacttta aggagacatt 40680 

caaactaggc cttgaaagat gagaattttt ccaagtggaa aaagaggagt ggcagcaagt 40740 

aaggtaaagg tacagagtca tggaattccc aggaaacgta aagttgtcat gtgttatagg 40800 

aaaacaactt gtgtgagggg tgttgggaga aatgagagat aataccaggg tataaagggc 40860 

cttttgaatg ctatgttgag gaattttatc ctaatggcag taatgactaa caattatata 40920 

gtgttcaaaa agtataaatc agcagtggta taccactaag ggtttttttc ttttcttttt 40980 

ttttttgaga cagagttttg ctctgttgcc caggctggag tgccgtggca cgatctcagc 41040 

tcactgcact tccgccacct gggttcaagt gattcttctg cctcagccag tgtttcactg 41100 

tgatggccag gatggagcac taagggtctt tatggaagaa aaagacatga taaacaaggc 41160 

ttttagggaa cttctacagt aatgtagctg tattaaaagt agagatcaga gcagcatagt 41220 
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gcacttcaga attagaatca agaagtctta 41280 

atttggccac ttacctgctg gggaatttgt 41340 

acccaaagga aagttatcta ttaataatta 41400 

ccacgtagag gttagatgtg atggttgtga 41460 

tttggtcaga tatctatgtg ctttcattcc 41520 

tttgatcagt gatgtaacta ctcacgagta 41580 

cttggcagca aagcagtgtt agagtagcag 4164 0 

ttctggtcat aaaaacctcc tgaaaattgt 41700 

cttgttttta gtaaagggca aagtcatttt 41760 

acaatgtgtt cctgccctac tcccccactg 41820 

aaaagtgatt tttaaacatg tatattttga 41880 

ccagcacttt gggaggccga ggcgggcaga 4194 0 

tggccaacat ggtgaaaccc cgtctctact 42000 

gctcacgcct gtaatcccag cactttggga 42060 

gatccagacc atcctggcta acacggtgaa 42120 

agctgggcat ggtggcgggc gcctgtaatc 42180 

tggcttgaac ctgggaggcg gagcttgcag 42240 

ctgggcaaca aagtgagact ccgtctcaaa 42300 

acaggtgcct gtaatcccag ctacttgaga 42360 

gtaggcggag gttgcagtga gccaagatcg 42420 

gcaagactgt ctcaaaaaaa ataaataaat 42480 

aaactcctta catacctaaa ttctttgttt 4254 0 

ttgaaatgga ccaataaaca acaggagccc 42600 

cagtaactat ccttacaggc tttctcaggg 4266 0 

gtccttgcta atgatctcta ggtggacaca 42720 

cagcaccatg agggctatat cctcagtact 42780 

aatagttgtc taattaactg agcaaacaga 4284 0 

tgttagaaac taaaggttca ggtcaggcac 42900 

gggaggccga ggcgggctga tcacttgagg 42960 
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aaggttttgc tctgtttttc aggttctatt 
ttgcttcatt gcatgaggcc cattgtagta 
gtgatagaat gacttttctt tttttttaca 
acctattatg ccatgaattc atagggaata 
gttctcacaa agtgtgcttc tctgggtgga 
cctttctctt tggcttcttt ctttttctga 
tcttggctct tagagtgttt aatgtgctca 
ttgcccttaa cttgtttaca gcgatgccaa 
cagttttgcc atggtaacac ttgtggggca 
tgtctacaat ttcacctttc ttacagattc 
gttttctaaa aggcctagag aacatatatc 
tcattttggc aaattactga aagatggtgg 
tagctgtgtt tgtatctgag ccttccctct 
tgtttttgtt tgagatgaag tttcactttt 
ttcggctcat tacaatgtcc gcctcagcct 
accacgccca gctaattttt gtatttttag 
ctggtctcaa actcctgacc tcaggtgatc 
ttgtaggcgt gagccacatc acctggccac 
tttgatatgg ttccttggaa cttgcacatt 
ggtggggagg atgatacctc tcttcatagt 
aacaatccta gaaactcaca ggtccagaaa 
catttgaaga ctaactcagg aaatcaatga 
aaaaaacagt ttaattaata caatcttttg 
tagcttttct aataaaagct caaaatgaat 
aagacttttg caatttttaa ctatttgttt 
gcatggtggc tcacgcctat aatcccagca 
gagtttaaga gttctagacc aggctgggta 
tgtgaggcca aggttggcgg atcacctgag 



gagttgttaa cttctaacaa gttatcttat 46440 

agaagaggaa tttatatgct aaatgttctg 46500 

gtccaaaggt cttttttttt tttttttaac 46560 

ggttccagct gctcaggctc cttcccattg 46620 

gcaggctggt gcttcagttg aacccacgta 46680 

tcattttcct tcacgcgttt caggaagctg 46740 

atacgcacat taattctctt ggcaagaatc 46800 

cagcatgctg ggtcacgttg tagacttttc 46860 

ttcctttttg aacagtaccc gttcccttga 46920 

gcatatacat ggccaaagga acaactccat 46980 

aggtgcctct cctctttccc tttgtgttcg 47040 

ttctggccaa aaggaggaat gactttttaa 47100 

gcctttcatt ttttttgttt tgttttgttt 47160 

gttgcccagg ctggagtgca atggtgtgat 47220 

cctgggtagc tgggattaca ggcacccgcc 47280 

tagagacagg gtttcaccat gttggccggg 47340 

tgtccacctc ggcctctcaa agtgctggga 47400 

ttttttaact ctttccaatg gttaattccg 47460 

accctttatc aattatcacc ctgtattggg 47520 

tagatcctac ttactttcaa cagagttctt 47580 

agacaagcat aaaggaaact ataaataatg 47640 

ttatttcccc ccaggctacc cagtgtctta 47700 

tttcaatttt ctacctatat ttatggcttt 47760 

tacagtcatc agtgactttt taatgaatag 47820 

ttacttatta aatatttccg ccttggccag 47880 

ctgtgagatg ccaaggcagg aggatcactt 4 7940 

tggtggctca tgcctataat cccagcactt 48000 

gtcaggagtt taagaccagc ctggccaaca 48060 
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tggtaaaacc ccatctctac aaaaaataca aaaattagcc aaggggtggt ggtgggcacc 48120 

tataatccca tcttcttggg aggctaaggc aggagaatcg cttgaacctg gaggcagagg 48180 

ttgcagtgag ccgagatcat gccactgtat tccagcctgg gtaacagagc aagactctgt 4 824 0 

ctcaaaaaaa aaaaaaagtt tgaaaccagc ctggtcaaca cagcaagaca cccatctcgt 483 00 

tgaaaaataa cggtcgggcg cagtggctca cgcctgtaat cccatcactt tgggaggccg 48360 

aggcaggcag atcacctgag gtcgggagtt cgagaccagc gtgaccaaca tggagaaacc 48420 

ccatctctac taaaaataca aaattagttg ggcgaggtgg tgcatacctg taatcccaac 48480 

tacttgggag gctgaggcag gagaacagct tgaacctggg aggcagagag gttgtggtga 4 854 0 

gccaagatca tgccattgca ctgcagcctg ggcaacaaga gcaaaactcc atctcaaaaa 48600 

aaataaataa ataaaaataa ataaataagt acttctgcct ttaagccact tcctagaagg 4 8660 

cagtggcaca aagtgataca tttggaggag taaatatatt acaaaatgaa ttaggctggg 48720 

cgcagtggct catgtctgta atccccgcac tttgggaggc caaggcgggt ggatcacttg 48780 

aggtcaggag ttcgagacta gcctgatcaa cagggtaaaa tcccatctct actaaaaata 48840 

ccaaaaaaac tagctgggcg tggtggcagg cacctgtaat gtcagctact aggaaggctg 48900 

aggcaggaga atcgcttgaa cccaggaggt ggaggttgca gtgagccaag attgcaccat 48960 

tgcacttcag cttgggcaac agagtgagac tccgtctcaa aaaaaaaaaa agaactaaca 4 9020 

tgccagaact ttgccttcag tatgttttgt gatttttccc ttcttgtgcc atttcatcat 49080 

tagttccatg tattatttaa gatttcttat caaccagcac cttgggattt ttttgtgtat 49140 

gtgttggttt agggggttta tttgtttttt tctttttttt cggtaattga aaatgtgaag 49200 

caaaatgtca cctgtttttt ctttcatgtc tgacactcat gtcttgttta cccccgacat 49260 

gcagaagctg aaatccccat ttcatacagt cttcaatgtg gaggcagtag ggatggagaa 49320 

aataatgtac tttgtgctct ccggtactct ttctttccta ttgtctgagg ggatttgggc 49380 

ataatttatt ttgctgcaga gataaaaatt tgttatatat attttttatc attcagggcc 49440 

aaggaatata gatttttttt ttcagccttg tctcagctgg gtgtctttat ttactctgtc 49500 

ttaaagtgtt ccttttatta tcattattat tttttaatca ttgaattcca tttggtgcta 49560 

gcatctgtct gttgcattgc ttgtgtttat aaaattctgc ctgatatact tgtttaaaaa 49620 

ccaatttgtg tatcatagat tgatgctttt gaaaaaaatc agtattctaa cctgaattat 49680 

cactatcaga acaaagcagt aaagtagatt tgttttctca ttccatttaa agcagtatta 4 974 0 

acttcacaga aaagtagtga ataccctata agccagaatc cagaaggcct ttctgctgac 49800 
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cggctcactg caacctctgt ctcccaggtt caagcaattt tcctgcctca gcctcccgag 51540 

tagctgagat tacaggcgcc agccaccaca cccagctact gacctgcttt taaacagctg 51600 

ggagatatgg tgcctcagac caacccaacc ccatgttata tgtcaaccct gacatattgg 51660 

caggcaacat gaatccagac ttctaggctg tcttgcgggc tcttttttgc cagtcatttc 51720 

tgatctctct gacatgagct gtttcattta tgctttggct gcccagcaag tatgatttgt 51780 

cctttcacaa ttggtggcga tggttttctc cttccattta tctttctagg tcatcccctt 51840 

ctaaatgccc atcattagat gataggtggt acatgcacag ttgctctggg agtcttcaga 51900 

atagaaacta cccatctcaa gaggagctca ttaaggttgt tgatgtggag gagcaacagc 51960 

tggaagagtc tgggccacac gatttgacgg aaacatctta cttgccaagg caagatctag 52020 

gtaatatttc atctgctgta ttggaacaaa cactttgatt ttactctgaa tcctacataa 52080 

agatattctg gttaaccaac ttttagatgt actagtctat catggacact tttgttatac 52140 

ttaattaagc ccactttaga aaaatagctc aagtgttaat caaggtttac ttgaaaatta 52200 

ttgaaactgt taatccatct atattttaat taatggttta actaatgatt ttgaggatga 52260 

gggagtcttg gtgtactcta aatgtattat ttcaggccag gcatagtggc tcacgcctgt 52320 

aatcccagta ctccaggagg ccgaggcagg tggatcagct gaggtcagga gttcaagacc 52380 

tgtctggcca acatggtgaa accctgtctc tactaaaaat acaaaaaaat taactgggtg 5244 0 

tgctagtgca tgcccgtaat cctagctact ctggaggctg aggcagcaga atcacttgaa 52500 

cccgggaggc ggaggttgcg gtgagccaag atcacaccac tgcactccag tctgggtgac 52560 

agagcaagac tccatctcaa aaaatatata tatatatata tacacacata tattttattt 52620 

caactgttag acaagagtcc aaaggccaaa gaataaagtt ttaggccagt cctttattag 52680 

aaaatgagtc aaatcccaaa gcaagttttt ttatgagtta atgaatataa atgactacat 52740 

attttatgcc ttaaaaatca cttttaatga atggtgtttt atggcttgta aatcagagtt 52800 

ttaatcagta aagaaagttt ttaatcctca aaaacacgtt atcataaaag acactgtttg 52860 

gcatcaaatg tggtatttgg ccatgttcat tagggtcatt ttaggaatct catacattct 52920 

acttagctat gcttaattcc tgataccatg gcattttctg aaatgtttca aggatgacat 52980 

ctctgctgtt tttaatttgg taatgatatc tgctgattta ttaagtgaaa aaagtaatgg 53 04 0 

tgtcattacc ttggatgaag aaacaaaaat aaagcatttg ccacattttt caactttgtt 53100 

ttcctttctt acaaaattgc tataagctca ttgcccccaa attggacaat atagggaata 53160 

aaaaagataa tttggggtgg ggttagacac gggtcttgtt atgttgccga ggctggtctc 53220 
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taactcctgg cctcatgcaa tcttcctacc ttggcctccc aaagtgctgg gattataggt 53280 

gtgagccact tcaccaagct gagatgccac ctcttaaaag agagaataag gacagattac 53340 

agccactgct catgcctgta atgtcagtac tttgggaggc caaggtggga gaattgctcg 53400 

aggccaagag ttcaagacca gcctgggcaa tgtagcgaga cctgatctct atgaaaaggg 53460 

ggcjtgggggg gaaaactagc tggggccagg cgtggtgggt ggcttacgcc tgtaatccca 53520 

gcactttggg aggccgaggc gggcagatca cctgagggca ggagttcagg accaacctga 53580 

ccaatatgga gaaaccctgt ctctactaaa aatacaaaat tagccaggct tggtggctta 53640 

tgcctgtagt cccagctact cgggaggctg aggcaggaga atcgcttgaa cctgggaggc 53700 

agaggtttca gtgagctgag atcgcgccat tgcactctag cctgggcaac aagaatgaaa 53760 

ctccatctca aaaaaaaaaa aaatcagctg gaaggtggca aacacctgtg gtcccagcta 53820 

ctcaggaggc tgagacagga agatcacttg agtccaggag gtcaaggctg caggtgagcc 53880 

atgtttgtgc cactgcactg cagcctggat gacagaccga gacccttctc aaaaaaaaaa 53940 

tttttcccgg tatttttttt tggggggggg tttaattctt gttgcccagg ctggggtgaa 54000 

ttggggaatt ttgggttaag ggaaccttcg gcttcctggg ttggggggtt tttcctgttt 54060 

aggcttcccc agtagctggg attacaggca tgcaccacca cgcccggcta attttttgta 54120 

tttttagtag agacagggtt tctccatgtt ggtcagactg gtctcgacct cttgacctca 54180 

ggtgatccgc ccaccttggc ctcccaaagt gttgggatta caggcctgag ccaccgcacc 54240 

cggcctgtac tcttattctt taataataaa atatttctgt gtttctttag tcattttaca 54300 

taaactttta tttatttatt tatttttatt tatttatttt tttgagacgg agtctcgctc 54360 

tgttgcccag gctggaatgc aatggctcaa tctcagctca ctgcaagctc tgcctcccgg 54420 

gtacacgcca ttcccctgcc tcagcctccc tagtagccgg gactacaggc gcccgccacc 54480 

acgcccagct aatttttttt tttgtatttt cagtagagac agggtttcac tgtgttagcc 54540 

aggatggtct tgatctcctg acctcgtgat ccacccgtct cggcctccca aagtgctggg 54600 

attacaggtg tgagccaccg tgctcggccc ataaactttt atttttaaaa taatgtcatg 54660 

ataaataata ttgcttaggt gtctttaata tattagtaac atttctgttt tattgtacat 54720 

caacatttat attcaaatta atgggtgaag agtactccat tggactaggt atatcgtaat 54780 

ttaatctcct attattggac aactacattg tttctaaaat tatactatta caagcattgt 54840 

tacagtgaac attcctatga ctaaaccttt gcatatatct tttatctccc taggatatat 54900 
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ttctaaaact agcattgttg actgaaagtg taaatacgtg ttaaggtgtt tgctacataa 54960 

tgccatattt cctttttagg aaactaagct actttggatt tccaccaaca ctgtattcat 55020 

gtacccattt ttctcttaac ctaactttat tggtcttttt aattcttaac agagaccaga 55080 

actttgtaat tcaacattca tcgttgtgta aattaaactt ctcccattcc tttcagaggg 55140 

aaccccttac ctggaatctg gaatcagcct cttctctgat gaccctgaat ctgatccttc 55200 

tgaagacaga gccccagagt cagctcgtgt tggcaacata ccatcttcaa cctctgcatt 55260 

gaaagttccc caattgaaag ttgcagaatc tgcccagagt ccagctgctg ctcatactac 55320 

tgatactgct gggtataatg caatggaaga aagtgtgagc agggagaagc cagaattgac 55380 

agcttcaaca gaaagggtca acaaaagaat gtccatggtg gtgtctggcc tgaccccaga 55440 

agaatttgtg agtgtatcca tatgtatctc cctaatgact aagacttaac aacattctgg 55500 

aaagagtttt atgtaggtat tgtcaattaa taacctagag gaagaaatct agaaaacaat 55560 

cacagttctg tgtaatttaa tttcgattac taatttctga aaatttagat ctagataaag 55620 

ctatagtgtg gattatttta tgtatattta cttgagaaaa taattattaa atattagtgg 55680 

aaaagctata ctttgggtat gatataggac tttcgaattg gaattttcct ttctatctgt 55740 

aaaagcaagt aggtatagtt ttattcccca gaaggcatct ttttctcccc cttgtctcac 55800 

atgggtgaat ttaccagcat atttaactaa attcagactg gttccaaatg tactgccaga 55860 

tagtagcatt tctctagtgt ttgttttcat cctggcttgt aagaatgccc tgccacttct 55920 

gccctgcaat atcccttgct attaggattt tggcatcacc ttgggtcctt aatgccagaa 55980 

atgggaattg cttcatactg tggaaaaata cccattaaaa tattaagacc agtaaaacct 56040 

cgtttctgct tgggctattt gtggatttca gacatcctga gaagtttacc acccctgtaa 56100 

ttaattgtca ttgtcatcac ttcataataa aaataattgc atggccgggc atggtggctc 56160 

aagcctgtaa tcccagcact ttgggaggct gaggtggtca gatcacctaa ggtcaggaga 56220 

tcaagaccag cctgaccaac atgaagaaac cccatcttta ctaaaaatac acaattagcc 56280 

gggcgtggtg gcgcatgcct ataatcccag ctactcagga ggctgaggca ggagaattgc 5634 0 

ttgaacccgg gaggcggagg ttgcggtgag ccgagattgc accattgcac tccagcctgg 56400 

gcaacaagag cgaaactctg tctcaataat aagaagaaga attgcgtgaa tatttcttta 564 60 

aaactatgat gagataacat accagattat caaatggatt cagtagtggg tgtgccattt 5652 0 

attgcacact gagagatgac caagtcattc tgaaatatct ttattaatat atccttccta 56580 

ggatttttca tcctaacttc tccataggta gttacttagc ataacatctc tgtggccaga 56640 
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tgtatcccac 


tactaaaagg 


gcaaagtaag 


ctgtggctgc 

3 "33 WW 3 W 


cctggtagat 


acaatgagta 


56700 


agtgcacagt 


gatggctata 


aatgttttca 


tctcataatc 


ccatgtccag 


accagcaatt 


56760 


tgctctgaaa 


gctcttacct 


gtgtctgttt 


caatggctct 


tgatcacttg 


cctgcacgtc 


56820 


cagaattcct 


tatttattca 


ttgaaaatta 


gcgttcttta 


tccctttgtt 


ttgcaagttc 


56880 


agctttttag 


agatggctaa 


aatggtctaa 


tctttcttgg 


caaaggcaat 


tetaaactqe 


56940 


agattagact 


acaagtggct 


tgggtacatg 

3 3 3 3 


ttgtctttaa 


acaagegaag 


aggaaaactt 


57000 


tgagctctat 


tcagacttgg 


tgaagtgtgg 

3 3 3 3 3 


taaatttatg 


atgaaagcta 


ctgactgtat 


57060 


tacacatgat 


taattctgaa 


gcccatatta 


agatgatctt 


ttcagcagtt 


cagcattget 


57120 


cttctaactg 


aacagtttca 


^ggctgggat 


ttcagcaatt 


aatcagttca 


gaattgctaa 


57180 


tgatcctggc 


crcracrcrcrtcrcrt 


agcaaaaggg 


agacrcratcrtc 

3 3 ^3 J J 


attagcttct 


ctagcctgcc 


57240 


ttttttcagt 


crccctcrtcrcrc 

3 3 w 33 w 


agtatggagt 


gaggcaacat 


gaaagaaaga 


tggcctgacc 


57300 


ttcatggcag 


tattgtgcaa 


cacgtaaata 


ctggtgtgag 

3 3 3 3 3 


tggctgtggc 

33 3 33 


tatggctagt 


57360 


aaatgatggc 


ccttggtaaa 


caaagttatt 


tatcagacaa 


tacctaccag 


ctaggtcaac 


57420 


tgtgcccata 


attgatctgg 


ttaatttctt 


ttgctgccta 


ttgattttta 


tttggttgat 


57480 


agataatagc 


tagaggactc 


taaatttctt 


tacrcrcraacraa 


catgaacccc 


ttctaagect 


57540 


tcttacgaga 


gaattgatcg 


cttttgcact 


gacctttagt 


aacatcctga 


tttcagtgtt 


57600 




paCTaQCTQt" tCT 


aatcttacrtt 


ttaacrc cater 


tatat c fccrfca 


cfcataac 1 1 1 


57660 


ctatcrtacrac 


tagttacctc 


tcagcttata 


aagtgtaggc 


tgataaattt 


atagtacagt 


57720 


agagtgtcac 


tatgcaaaga 


aacgatctta 


gggaatcgaa 


tgatatctgc 


tattaaagca 


57780 


aaattaatat 


atattttttc 


tttttacttt 


tttttttttt 


taaagacatg 


aaatctcact 


57840 


gtattgccca 


ggctggtctt 


ggtctcagac 


tcttgagctc 


aagcagtcct 


cccacctcag 


57900 


cttcccaaao 


tcrctaaaatt 


atacrcrcatcra 


gctgccgtgt 


ctcrcrcccacrt 


atatattttt 


57960 


taagttt taa 


gttttgtggt 


acgtagtagg 


tttataatat 


tattttgaat 


ccttagttgt 


58020 


aattttatgt 


ctgctgatgt 


gtacataatt 


tttattaaac 


tatttatttg 


agacttcagg 


58080 


tatctttttt 


ttttttttga 


gacggagtct 


cgcactctcg 


cccaggctag 


agtgcagtgg 


58140 


cgccatctcg 


gcttactgca 


agctctgctt 


cctgggttca 


cgccattctc 


ctgcctcagc 


58200 


ctcctgagta 


gctgagacta 


caggtgcccg 


ccaccacgcc 


tggctaattt 


tttgtatttt 


58260 


tagtagagac 


agggtttcac 


cgtgttagcc 


aggatggtct 


cgatctcctg 


accttgtgat 


58320 
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ctgcccgcct 


cagcctccca 


aagtgctgag 


attacaggcg 


tgagccaccg 


cgcccagccg 


58380 


agacttcagg 


tgtcttagaa 


ttttttaaat 


gtaccctttc 


tgagaaaaac 


agagacttaa 


58440 


agctaggata 


actggtattc 


tatttttttt 


tttttttttt 


ttttttacct 


ccagcctggg 


58500 


tgacagagca 


agactctgtc 


taaaaaaaaa 


aaaaaaaaaa 


ttcactttaa 


atagttccag 


58560 


gacacgtgta 


gaacgtgcag 


gattgctaca 


taggtaaaca 


tatgccatgg 


tggaataact 


58620 


agtattctga 


gctgtgtgct 


agaggtaact 


catgataatg 


gaatatttga 


tttaatttca 


58680 


gatgctcgtg 


tacaagtttg 


ccagaaaaca 


ccacatcact 


ttaactaatc 


taattactga 


58740 


agagactact 


catgttgtta 


tgaaaacagg 


tataccaaga 


acctttacag 


aataccttgc 


58800 


atctgctgca 


taaaaccaca 


tgaggcgagg 


cacggtggcg 


catgcctgta 


atcgcagcac 


58860 


tttgggaggc 


cgaggcgggc 


agatcacgag 


attaggagat 


cgagaccatc 


ctggccagca 


58920 


tggtgaaacc 


ccgtctctac 


taaaaaataa 


aaaaattagc 


tgggtgtggt 


cgcgtgcgcc 


58980 


tgtagtccca 


gctactcgtg 


aggctgaggc 


aggagaatca 


cttgaaccgg 


ggagatggag 


59040 


gttgcagtga 


gccgagatca 


tgccactgca 


ttccagcctg 


gcgacagagc 


aaggctccgt 


59100 


ctcaaaaaaa 


aaaaaaaaaa 


acgtgaaaaa 


ataagaatat 


ttgttgagca 


tagcatggat 


59160 


gatagtcttc 


taatagtcaa 


tcaattactt 


tatgaaagac 


aaataatagt 


tttgctgctt 


59220 


ccttacctcc 


ttttgttttg 


ggttaagatt 


tggagtgtgg 


gccaggcacg 


gtggctcaca 


59280 


cctgtaatct 


cagcactttg 


ggaggccgag 


gcgggtggat 


cacctgaggt 


caggagttcg 


59340 


agaccagcct 


ggccaacgtg 


ttgaaacccc 


gtctctacta 


aaaatataaa 


aattaggtgg 


59400 


gcgtggtggc 


aggcacctgt 


aatcccagct 


actcaggagg 


ctgaggcagc 


agaatcgctt 


59460 


gaacccagga 


ggtggaggtt 


gcagtgaccc 


aagatcgcac 


cattgcactc 


cagcctgggg 


59520 


acaagagcga 


gattcttgtc 


tcaaaaaaaa 


aaaaaaaaaa 


aaaaggtttg 


gagggtggtg 


59580 


agctgagata 


gtcaactatt 


aactcctatc 


tacctgctgg 


gactacactg 


gtgaggtgga 


59640 


gcctaagtcc 


taaaacaaca 


agtgaggcag 


ctggacgcgg 


tggctcgcat 


cagtaatccc 


59700 


agcactttgg 


gagcctgagg 


cgggcagatc 


acaaggtcag 


gagttcgaga 


ccagcctggc 


59760 


caatatggta 


aaacccagtc 


tctactaaaa 


atacataaat 


tggctgggcg 


tggtggtgtg 


59820 


cacctgtaat 


cccagctact 


tgggaggctg 


acacagaaga 


attgcttgaa 


ctctggaggc 


59880 


tgaggttgca 


gtcagctgag 


atcctgccac 


tgcactccag 


cctggcgaca 


gagtgagact 


59940 


ctgtctcaac 


aacaacaaaa 


gaaagaacaa 


gtgaggcaaa 


acctggagac 


cccagcttca 


60000 


tgtaacacct 


agtttgagta 


ttgttgagag 


tttttcagga 


aaaaagtctg 


ataacagctc 


60060 
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cgagatagtc 


ttaacatatg 


aaaaagcaaa 


aaacrcfaacrcra 


dacacratcat 

*J Ly* V«» LA C4- L^ L Ll W 


t tcrtcctata 


60120 


cctttctctt 


ttaaaatttt 


aa t tataact" 


t"crt"crt"aat~ap 

Ly Ly LaaLdL 


a crcra era rrfr 
yyy ll 


tcr crcrt crt 1 1 1 
yyy y ^- l 


o l/ x o \j 


t" a crt t~ era p t a 


LdddL Lddd L 


LLyciy LdLdL 


dLL LLdyyy L 


t" rrot* a a a a a t~ 
Ly L Laadaa L 


prp i +~i~rat~+~+~pra 
yLLLdLLLyd 




-a -3 p< t~ rr n n r* t~r 
adL Ly y y l cy 


LdLLddLdLd 


<*y Ldy a.y y l l 


l Ly y cty Lddy 


Ly acty LdLdy 


d L L Ldy dy LL 




L U C*. L L y La L L- 


rtrraah crcra 


crt"crat"t~crr , ct" 
y Ly c* l Ly l l l« 


era a a era t - era t" 
yaaayaLyc*L 


crt"cacrt"t*t"t"a 
y LLay l l l La 


acrcacccrtcrc 

ay LaLLy Ly L 


60360 


ttaattttta 

w w w w w C* L» CA 


a c a t crcr t c a c 

CA W CA W *J CA C^ 


tcracaaat tcr 


cr a cr a cr t ct 1 1 1 


at ccacracrCTt. 

Li L— w Vw^ LA LA w 


acratCTcrtaaa 


60420 


gatacataaa 


aataacttaa 

w CA C* \w C» Im» CA 


aatactatct 


tttcraacraacr 


aaatcracraaCT 

tA \-A lA \-A V-j LA LA. >H 


att taacrcraa 

V-A Km* lA CA u lA LA 


60480 


ataaaacact 


crt ct tea acrt 

y L L L l La ay l 


at" ct - craacraa 


crcrtt"arrra 

L» L y L L a L> L *H 


craacracraact 

y a ay »y naL l 


crt t at ct crcra 

y l La l l Ly y a 


60540 


a ra cr era t t" aa 


era ft" cac t ca 

y ci l u^wu l Vw c*. 


t crcrcrcrpt" rra 


CTaaacrcacrap 

y aaay w ay av* 


CTacrt crcatcrcr 
y ^*y y y y 


acrcracCTcacra 

ay y a w y v»» tA. y a 


60600 

y v y v u 


a era t" cr c a era t 
y a y 


t cr t cr t" cr cr c t c 

Ly Ly v»y y v 


aa p t" ct~aaaa 


tctt t*rt"aar 

k» Km l L L a a Vw. 


aaaat t acrt t 

aaaa t*y w w 


ct c t crcra t crt 

o s— . uy y a »— y 


60660 

U U U U U 


attccaattc 

y «— V_ V— *w C* y k_ O w 


ar t tcra fccra t 

C* w L M a Ly a w 


aattctttta 


tttttcrtttt 

LLLL l»y LLLL 


tcrtttttcraCT 

Ly LLLLLy BH 


CTtCTtaCTtttt 

y l y l t*y l l l l 


60720 


tcactcttat 


tercccaercret 


cr a t cr cr a cr t ct c 

y^ >*y y 3 Z3 


aa t crcr cac era 

^%a ^yyv* c*vy a 


tcttcrcrcttCT 


ctcrcaacct c 


60780 


L L> L L L. wuv^yy 


CTttcaacrccra 
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LLayLL LLLL 


CTaCTt aCTC t CTCT 
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CTat t FIC*FIC1CSFI 
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60840 
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60900 
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a era t a ca or ere 

y a LaL c*. y y \»» 


61020 
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61080 


tttccaetta 
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ctcataaaaa 
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gtagtgttca 


ttcrcraQCcacr 


61140 
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aacrttattac 
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aatcrtcatta 


aacrtt taacra 
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taccttaacrc 
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a a l y a a ay y l 


aaaaaaafar 
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caacr cert crcrt 


61260 


ci etc* t~ pa ctcic*c 
y y l l Ldy y l l 


tcrtaatccca 

L y LddLLL^d 


crccscf' t" t - crcrcr 
yLyLLLtyyy 
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atggcatgaa 
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cccaggaggc 


agagcL cgee 


gugagecgag 


auccayccac 


cy cac cccdy 


OlDUU 


cctggctgac 


agagcaagac 


tgcatctcaa 


aaaaaaaaaa 


aaaaaaaaat 


gcaaatcaaa 


61560 


tctaaagtag 


ttcagtcttt 


aaactcaaag 


ccaatacatt 


tgctttgaac 


tacaaatgaa 


61620 


ctgaagtttt 


taagtgtaat 


aaatgttact 


aaateggett 


ttgtagcagt 


taaacaaaaa 


61680 


acttcaaaaa 


ttgtaaggat 


tctgtgaggg 


agcatggctg 


ctgctgctgc 


tgctgcttgc 


61740 



49 



agatagcctg 


ctgtgtttag 


gatttagtta 


aatacatttc 


tcctgtttaa 


aactaaatgg 


61800 


tctttcctta 


gtttgcttag 


ttcttcagaa 


gggcctttga 


aacactggga 


aataaacaag 


61860 


tgattcttta 


gctactgctt 


tctgaaatac 


ttatataaaa 


gctctgcact 


gtattctccc 


61920 


atccctctca 


ggggaatatt 


agagggttag 


gactccccag 


gtagacattc 


taggggtgaa 


61980 


aatttgtcat 


tacattgaca 


tttcagattt 


aggttttcaa 


caatactgtt 


ttcttctttc 


62040 


acatattgcc 


atctagtaat 


atagatgttc 


tccgtccaca 


ttaatcaaaa 


ctattgacat 


62100 


ggataattcc 


taattccttg 


aacactataa 


tggagatcta 


tagctagcct 


tggcgtctag 


62160 


aagatgggtg 


ttgagaagag 


ggagtggaca 


gatatttcct 


ctggtcttaa 


cttcatatca 


62220 


gcctccccta 


gacttccaaa 


tatccatacc 


tgctggttat 


aattagtggt 


gttttcagcc 


62280 


tctgattctg 


tcaccagggg 


ttttagaatc 


ataaatccag 


attgatcttg 


ggagtgtaaa 


62340 


aaactgaggc 


tctttagctt 


cttaggacag 


cacttcctga 


ttttgttttc 


aacttctaat 


62400 


cctttgagtg 


tttttcattc 


tgcagatgct 


gagtttgtgt 


gtgaacggac 


actgaaatat 


62460 


tttctaggaa 


ttgcgggagg 


aaaatgggta 


gttagctatt 


tctgtaagta 


taatactatt 


62520 


tctcccctcc 


tccctttaac 


acctcagaat 


tgcattttta 


cacctaacgt 


ttaacaccta 


62580 


aggtttttgc 


tgatgctgag 


tctgagttac 


caaaaggtct 


ttaattgtaa 


tactaaacta 


62640 


cttttatctt 


taatatcact 


ttgttcagat 


aagctggtga 


tgctgggaaa 


atgggtctct 
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gaatgcatct tataggcaga ggaatagcaa acataaaggt cttgaggtaa taatgagtgt 65220 

ggttttttga tttctgtatt ttggtttttt tgagatggtg tctccctcta tcccccaggc 65280 

tggagtgcag tggcacaatc ttggctcact gcaaactctg tctcctgggt tcaagcaatt 65340 

ctcctgcctt ggcctcctga gtagctggta ttacaggcac gcgtgctacc acacccgact 65400 

agtttttatt tttagtagag atggggtttt accacgttgg tcaggctggt ctcaaactcc 65460 

tgaactcaag tgatccaacc acctcaacct cccaaagtgc tgggatcaca ggcgtgagcc 65520 

accatgcccg gccagagctt ggtttatttt ttaaaagata ggccaatgtt ggtcgtgtgt 65580 

ggtggctcgt gcctataatc ccagcacttt gggaagccaa ggcaggcaaa tcacttgagg 65640 

tcaggagttc gagaccagcc tggccaacat ggtgaaaccc catctctact aaaaatacaa 65700 

aaaactagca tggtgtggtg gtgtgtgcct gtaatcccag tgcctgtaat cccagctact 65760 

ccagaggctg aggcaggaga atcacttgaa ccgaaaggta ggagttacag tgagccaaga 65820 

tcgcatcact gcactccagc ctgaacgaca gagcaagact cctgtctcaa gaaataataa 65880 

tgataaaagg ttcgggcaca gtggctcaca cctgtaattc cagcactcta ggaggccgag 65940 

gcaggcagat cccctgaggt caggagtttg agaccagcct ggccaacgtg gcaaaacccc 66000 

atctctacta aaaaatgcaa aaattagctg ggcacggctg ggtgtggtgg ctcattcctg 66060 

taatcccagc actttgggag gtcaaggcgg acagatcact gaggtagaaa ccctgtctct 66120 

actaaaaata caaaaatttg cccagcgtgg tggcgcgtgc ctctaatccc agctacacgg 66180 

gaggctgaga caagagaatc acttcatcaa cccgggaggt ggaggttgtg gtgagctgag 6624 0 

atcgcaccat tgcactccag cctgggcaac aagagtgaaa ctccatctca aaaacaaaaa 66300 

aaaattagct gggaatggtg gcatgtgcct gtaatcacag ctacttggga ggctggggca 66360 

ggagaatcgc ttgaacccag gaggcggaga ttgcagtgag ctgagattgc gccactgcac 66420 

tccaggctgg gcgaaagagc aagactccgt ctcaaaaata ataataataa taataatagg 66480 

ccagtgtagc tggagtaatt tgcaaattat gtgtggaggc agagattaca caaggaatgg 6654 0 

gagaaggtca tagatgaggg ccagatcaca tagtatttgg tggtaaggaa ttcagatttt 66600 

atccttgtgg taattggtgg tgtggagatg gttaaaaaca aggttggttt gggatgggtt 66660 

tgaagagagg acttgctaat ggattaaatt tggaggataa ggtaaagaga aattgaagga 66720 

gtgacacttg ggttttggct tgaacaatag atcttgttag taatattaaa ttagatgaag 66780 

aaggcatggt agggaatatg ggggagtggg aaaggcagga agcaggaatg gaaccaggaa 66840 

ctctgtttta gatgtgagaa tttgttgttg ttgttgttgt tgttgttgtt gttgttgttg 66900 
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gaggctcaga gaggttgaat aagttgctca aagtcacaca ggtaataagt gatggaacta 703 80 

gaagttgaac tcaggaagtc tagctccaag tctaaattct ttgttaattt atttttcggg 70440 

ccagagtctt actctgtcac ccaggctgga gtgcagtgcc actatctctg ctcactgcaa 70500 

ccttcacctc ccaagttcaa accttgttca attcttgtgc cttggcctcc caagtggcta 70560 

ggattacagg catgtgccac aacaactagc taattttttg tctgattctg ttggccagtc 70620 

tggagtgcag tggcgcaatc tcagctcact gcagtctcca gctcccaggt tcaagtgatt 70680 

ctcgtgcctt agcctcccaa atagctggga ttacaggcac gtgccaccac accgagatag 70740 

ttttttgtat ttttaataga aacaaggttt caacatgttg gccaggctgg tctcaaattc 70800 

cagacctcag atcatctgcc cgcctcaggc tcccaaagtg ctgggattac aggcatgagc 70860 

cactgcaccc ggccttaatt tttatatttt tattagagat ggggttttgc catgttggcc 70920 

aggctggcct tgatctcctg gcctccagtg atccacccgc cttggcttcc caaagtgctg 70980 

ggattacaag catgagccac tgcacccggc ctccaattct aaactcttaa caacaatact 71040 

atagtttctt gaaaagttgt tgaaggcttc acggagggaa aaaaaatgga gcattctaac 71100 

aactttgcag atgagaccca agaagactca atgactttct cctgatcata ttgtagcaga 71160 

tgacttagcc agaactctga cttcctcaca gggagaaagt ctgcaagatt tcacacttac 71220 

ctgtcaggcc tgagctggct gctttctcag ctccctaagt gctatgttcc cagtctgctt 71280 

ttcttccttt ttcaagtgtg cactaccagg catttcagaa catcccaggc tggtcgcggt 71340 

ggctcacacc tgtgatccca gcactttggg agcccaaggc gggtggatca cctgaggtca 71400 

ggagttcgag accagcctgg ccaacatggt gaaaccccat ctctactaaa aatacaaaag 71460 

ttaactgggc gtggtggtag gcacctgtaa tcctagctca ggattactcg ggaggctgag 71520 

gctagagaat cggttgaacc caggaggcgg aggttgcagt gagccaagat tgcgccactg 7158 0 

cactctagcc tggggacaag agggagactt catctcaaaa aaaaaaaaaa aatcccagct 7164 0 

gggcacagcg gctcacttct gtaatcccag cactttagga ggccaaggca ggaggatcac 717 00 

ttgagcccag gagttcaaga ctagcctggg caacatagta agaccctgtc tctacaaaaa 71760 

aatttaaaaa ttaattgggt gtcgtagcac actcttgtat tcccagctac tcaggaggct 71820 

gaggtgagaa gaatgcttga gtctgggagg tcgaggctgc agtgagccat gatggtgcta 7188 0 

ctgcactcca gcctggccaa cattgtgaga ccttgtctca aaacaaaaca aaacatcctt 71940 

ctactgagca ctttctgtcc ctttatagaa acttaagagg gaaccagtag aggtaatttc 72000 
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ctaaggaaaa ctgctttggg acatgatcac aaatgaagcc tggagttttg aactgctgag 72060 

gtcagcctgt ttttaccttc tgagcctatc aagtaattgt tccagatgcc aagaaaagct 72120 

gctggcctta tttctgcttc tgcctttacc acaggggagc gccatgtgag ccagtcctct 72180 

gtttttcctc cactgtatgc taggcagtat tagcaccaga ttcttcccct ctttaaaaag 72240 

aaattctagt gctttggatt ttttcctcca tgcagaatag caatgatgga aagtatgtgg 72300 

tcaaagtaat gacattctga aaatactaaa tgtcaccata gtatttttct ctggaagaga 72360 

aatgtatatg tagaggtgaa acttcaaatt tctttttttt tttttttaag acgaagcttt 72420 

gctcttcttg cccaggctga agtacaatgg cgtgatcttg gctcaccgca atctctgcct 72480 

ccagggttca agtgattctc ctgcctcagc ctcctaagta gctaggatta caggcatgtg 72540 

ccaccacgcc cagctgattt tgtattttta gtagagatgg ggtttctcca tgttggtcac 72600 

gctggtcttg aactcccgac cccaagtgat ccacccacct cggcctccca aagtgctagg 72660 

attacaggcc accgcgcccg gcctgaaact tcaaatttct tttttttttt gagacagagt 72720 

ctcgctatgt cacccaggct ggagtgcagt ggcgccgtct cggctcacta ccagctccac 72780 

tccacctcct gggttcacac cattctcctg cctcagcctc ccaagtagct gggactacag 72840 

gtgcccgcca ccatgcccag ctaatttttt gtatttttag tagagacggg ttttcactgt 72900 

gttagacggg atggtctcca tctcttgacc tcgtgatccg cctgcctcag cctcccaaag 72960 

tgctgggatt acaggcgtga gccactacgc caagcccgaa acttcaaatt tcttatctca 73020 

taactaggca tcctcatcac tgagtgttag cctggatata aacattccta atcttttgta 73080 

cttttcatgt cagcatttgg ctccacttgg ctgcctgggg agaacttcta gcattatgag 7314 0 

catgcaggtc ctatcaacag gttgggggtg cggtttattc atacaggtag tgagagtggc 73200 

acagatggat gctgtccctt aaaacaaaca gacttgtctt tgggagcctg aggcgggtgg 73260 

atcatgaggt caggagttca agaccagcct ggccaacata gtgaaacccc gtttctacta 73320 

aaaatacaaa aaattagccg ggtgtggtgg tgtgcacctg taatcccagc tactagggag 73380 

gctgaggcag gagaatcact tgaacccagg aggtggaggt tgcagtgagc cgagatggca 7344 0 

ccattgcact ccagcccagg cgacagtgca agactgcgtc tcaaaaaaaa aaaaaaaaca 73500 

cacagacttg tcctactgcc atttcttttc actctggcgg taaagtaaga gtgtgtgtgt 73560 

gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt ttctgtccgt ctgtctgtca 73620 

agggggaggg tgaccacttt ctaaaaggcc atccgtgtat ttttagcttc ctgatttttt 73680 

tctctatcgc agtctctttg aagccaggtg aattttaggc cttggcaatt ttctttttat 73740 
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tgcaatggga aggtcaagac actgagagtc acccaaaaca tatccatcca aaatgataca 73800 

attttagggt ttatttttaa gtgataccca agttatttgc taagaaccta tgccagtgtg 73860 

tttatgagaa tttgcactgt cccacactgt tgccaccagc cacatgggac tgtttaaatt 73920 

taaattttac aaattagcca gtcatggtgg tgtgcacttg tagtcccagc tacttaggag 73980 

gctgaggcaa gaggattgct tgagcccaga agttcaatac tgcagcaagc tatgatcgtg 74 04 0 

ccactgtact ccagcctgag tgacagaatg agacctcatc tcttcaaaaa aaaagaaaaa 74100 

aattaaaata tgaagtttag ttcttcattc accctaacca catctccagt gctcaataac 74160 

tatatgtgac tcatggctac cttattagca tagatataga acattgtgac tatcacagaa 74220 

agttgttttg aacagtgttg ccaagccctg taagtggaag aggcagtgca gtgtgatctg 74280 

tgtcttcagg aaaccaggta gtcagactag ttcaatgagg agaggcagaa cctggcttca 74340 

cttctagatt aaaaactgct taggtggcct aaagatacaa tggccattct cagagtagtg 74400 

agaaggaagg aacagatgtt tagggggcta gaagaaagtc agagagggcc gggcgcagtg 74460 

gcttatgcct gtaatcccag cactttggaa ggccaagaca ggcagatcac gaggtcagga 74520 

gttcgagacc agcctgacca acatggtgaa accctgtctc tactaaaaat acaaaaatta 74580 

gccgggcgtg gtggtgcgcg cctgtaatcc cagctactca ggaggctaag gcaggagaat 74640 

cgcttgaacc ctggaggcag aggttgcagt gagcccagat cgcaccacta cgctccagcc 74700 

taggtgacag agagagactc cgtctcaaaa aaaaaaaaaa aagtcagagg agacaaggag 74760 

catgtacacc taaaatcaac atagacccct ctgttgatgg ggtcatagtg agtacttgag 74820 

gtaccaagtc tggataaaca tcaaacttca gccaataact ttgagtttct agccatccaa 74880 

gcctcttatt aaacatacag aaggaccttt tttcccttgc atctaacaag ttaaagcacc 74940 

tgcagagatc attagggagg agccttggcc tgattggtga caaaagtgag atgctcagtc 75000 

cttgaatgac aaagaatgcc tgtagagtgc aggtcaacta catatgcact tcaagaagat 75060 

cttctgaaat ccagtagtgt tctggacatt ggactgcttg tccctgggaa gtagcagcag 75120 

aaatcatcag gtggtgaaca gaagaaaaag aaaagctctt cctttttgaa agtctgtttt 75180 

ttgaataaaa gccaatattc ttttataact agattttcct tctctccatt cccctgtccc 75240 

tctctcttcc tctcttcttc cagatcttca gggggctaga aatctgttgc tatgggccct 75300 

tcaccaacat gcccacaggt aagagcctgg gagaacccca gagttccagc accagccttt 75360 

gtcttacata gtggagtatt ataagcaaga tcccacgatg ggggttcctc agattgctga 75420 
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aatgttctag aggctattct atttctctac cactctccaa acaaaacagc acctaaatgt 75480 

tatcctatgg caaaaaaaaa ctataccttg tcccccttct caagagcatg aaggtggtta 7554 0 

atagttagga ttcagtatgt tatgtgttca gatggcgttg agctgctgtt agtgccaaca 75600 

tgttagtgag aaaatatctt tggataggta aaaatcaagg aggagttctc ctcttcctaa 75660 

accatcttaa tttacttaca tagaagaaag cacagcagct ggcccaccac ggacgggccc 7572 0 

agagcagggg aagattctcg gtgaacattt cttttttttt ttcttttttt ttgaggtcga 75780 

gtctctgttg cccaggccag agtgcaatgg cgcgatctcg gctcactgca acctccacct 75840 

cccgggttca agtgattctc ctgcctcagc ctcccaaata gctgagacta caggcgtgtg 75900 

ccaccacgcc cgactaattt tttgtatttt ttttttagta gagacggggt ttcaccgtgt 75960 

tagccaatat ggtcccgatc tcctgacctc gtgatccacc cgcctcagcc tcccaaagtg 76020 

ctaggattac aggcatgagc cactgtgccc agccctctcc atgaacattt tctaattaaa 76080 

cttgacactt aatacaatgt tatgcttagg actgctataa agcttacctc tggagttgcg 76140 

cagcacaaag gccttggtgt gtgtataaat ttggtttgtt cttttcacag caaaagctac 76200 

ccacctttgc ctcctgtgcc tgcttctgcc cagggactta ggtcctctta caccttagag 76260 

aaaggcctta gcatctggtc acaggcagat gagtgacagc aagaaaacct ggctgcaatg 76320 

taattttgtt tccatcctct ttattagtta tcaattggat ttttatgaaa tttccaagtt 76380 

ccactcaagg atttctcagt gtttttttac tttggtatag tggaaaccag ggttgccaga 76440 

aagtattatt ttgggggtga gttagtcaac cttcgttcag tcagacagac aggagcacct 76500 

cagcaattcc cagaaacggg ctgatgggaa agagcaacat acatgaatgt cttgaagaac 76560 

acagccaaca gagcccattg ggcagttctg attttccagg tacacagcat ctccacagtc 76620 

tcttctgatt tttattcccc tgagtatatg gattccagct cagcatgtag cctttccctg 76680 

ctgagtctct aaccaggata acatgtattt ttttgactgg atgaattatc ttcccatctc 76740 

ttgacattta cagtaattac caccaagtat ggtattttca gtggccgtga ttatcagtta 76800 

ccaacacaga attaggatga agggaggaag ggagggaagg aaggtgggtg ttttttcaca 76860 

cagtgtctta gccagcaatt tagcaaatta atggaaatta gatctttgat ttttttttct 76920 

ttcaagcatt ttatttgaga gactatcaaa ccttatacca agtggcctta tggagactga 76980 

taaccagagt acatggcata tcagtggcaa attgacttaa aatccatacc cctactattt 77040 

taagaccatt gtcctttgga gcagagagac agactctccc attgagaggt cttgctataa 77100 

gccttcatcc ggagagtgta gggtagaggg cctgggttaa gtatgcagat tactgcagtg 77160 
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aaaatacaaa 


aattagctgg 


gtgtgatggc 


atgtgcctgt 


aattccagct 


actcaggagg 


80340 


cagagacagg 


agaattgctt 


gaacccagga 


ggcggaggtt 


gaatgagccg 


agattgcgcc 


80400 


atcacactct 


agcctcggcg 


acagagcaag 


actccgtctc 


aaaaaaaaaa 


aaaaaaaaat 


80460 


tagcttctac 


ctcattaatc 


ctaagaactc 


atacaaccag 


gaccctggag 


tcgattgatt 


80520 


agagcctagt 


ccaggagaat 


gaattgacac 


taatctctgc 


ttgtgttctc 


tgtctccagc 


80580 
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aattgggcag atgtgtgagg cacctgtggt gacccgagag tgggtgttgg acagtgtagc 80640 

actctaccag tgccaggagc tggacaccta cctgataccc cagatccccc acagccacta 80700 

ctgactgcag ccagccacag gtacagagcc acaggacccc aagaatgagc ttacaaagtg 80760 

gcctttccag gccctgggag ctcctctcac tcttcagtcc ttctactgtc ctggctacta 80820 

aatattttat gtacatcagc ctgaaaagga cttctggcta tgcaagggtc ccttaaagat 80880 

tttctgcttg aagtctccct tggaaatctg ccatgagcac aaaattatgg taatttttca 80940 

cctgagaaga ttttaaaacc atttaaacgc caccaattga gcaagatgct gattcattat 81000 

ttatcagccc tattctttct attcaggctg ttgttggctt agggctggaa gcacagagtg 81060 

gcttggcctc aagagaatag ctggtttccc taagtttact tctctaaaac cctgtgttca 81120 

caaaggcaga gagtcagacc cttcaatgga aggagagtgc ttgggatcga ttatgtgact 81180 

taaagtcaga atagtccttg ggcagttctc aaatgttgga gtggaacatt ggggaggaaa 81240 

ttctgaggca ggtattagaa atgaaaagga aacttgaaac ctgggcatgg tggctcacgc 81300 

ctgtaatccc agcactttgg gaggccaagg tgggcagatc actggaggtc aggagttcga 81360 

aaccagcctg gccaacatgg tgaaacccca tctctactaa aaatacagaa attagccggt 81420 

catggtggtg gacacctgta atcccagcta ctcaggtggc taaggcagga gaatcacttc 81480 

agcccgggag gtggaggttg cagtgagcca agatcatacc acggcactcc agcctgggtg 8154 0 

acagtgagac tgtggctcaa aaaaaaaaaa aaaaaaggaa aatgaaacta gaagagattt 81600 

ctaaaagtct gagatatatt tgctagattt ctaaagaatg tgttctaaaa cagcagaaga 81660 

ttttcaagaa ccggtttcca aagacagtct tctaattcct cattagtaat aagtaaaatg 81720 

tttattgttg tagctctggt atataatcca ttcctcttaa aatataagac ctctggcatg 81780 

aatatttcat atctataaaa tgacagatcc caccaggaag gaagctgttg ctttctttga 81840 

ggtgattttt ttcctttgct ccctgttgct gaaaccatac agcttcataa ataattttgc 81900 

ttgctgaagg aagaaaaagt gtttttcata aacccattat ccaggactgt ttatagctgt 81960 

tggaaggact aggtcttccc tagccccccc agtgtgcaag ggcagtgaag acttgattgt 82020 

acaaaatacg ttttgtaaat gttgtgctgt taacactgca aataaacttg gtagcaaaca 82080 

cttccaccat gaatgactgt tcttgagact taggccagcc gactttctca gagccttttc 82140 

actgtgcttc agtctcccac tctgtaaaat gggggtaatg atagtatcta cctcctagga 82200 

tttattgagg cagcttaaat accttttgta tttcctgttg ctgccaaaac aaattgttgc 82260 
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aaggtcagaa 


gtctgaggtg 


gctcaactgt 


ttctttgttt 


caggtttcat 


gaggccaaaa 


82320 


taaaggtgtt 


cgcagggcgt 


gttcccttct 


agaggctctg 


ggtccttgca 


gttctaggac 


82380 


taagatccct 


gtttcccact 


ggctgttggc 


tgggcatcat 


tctcagcttc 


ttgaggctcc 


82440 


ccacattcct 


aggctcctgg 


cctgtctgcc 


tccatcttca 


aaaccagcaa 


tgggtggtca 


82500 


agtttttctc 


acactgaatc 


ttgctgacta 


ctgtatcttt 


ctaactcctg 


ccagagacat 


82560 


ttctctgttt 


ctaagggctc 


aagtgattag 


attgcaccca 


cttggtaatc 


caaagtgatc 


82620 


ttcatatctt 


aaggcccata 


gccttaatta 


tagctgcaaa 


gtcccttcgc 


agcagtacct 


82680 


agattactgt 


tggaatgaat 


aaccagaaga 


cagcaatcaa 


gggaggacat 


ctttagaatt 


82740 


ctgcctacca 


cttgtattta 


acatgcttaa 


tccacagatg 


acactctcta 


ccattatttc 


82800 


ctggtcctca 


cactgctcag 


agattggaat 


cctttttaag 


caaagagaat 


gaagtcatca 


82860 


catagttcag 


tcctgctgta 


tttgctggaa 


acagtgaag 






82899 



<210> 12 

<211> 1863 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val lie Asn 
15 10 15 

Ala Met Gin Lys lie Leu Glu Cys Pro lie Cys Leu Glu Leu lie Lys 
20 25 30 

Glu Pro Val Ser Thr Lys Cys Asp His lie Phe Cys Lys Phe Cys Met 
35 40 45 

Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

Lys Asn Asp lie Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

Gin Leu Val Glu Glu Leu Leu Lys lie lie Cys Ala Phe Gin Leu Asp 
85 90 95 

Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 
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Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser lie lie Gin Ser Met 
115 120 125 



Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 



Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 



Thr Val Arg Thr Leu Arg Thr Lys Gin Arg He Gin Pro Gin Lys Thr 
165 170 175 



Ser Val Tyr He Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 



Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin He Thr 
195 200 205 



Pro Gin Gly Thr Arg Asp Glu He Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 



Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 



Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 



His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 



Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 



Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 



Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 



Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 
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Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 



Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 



Asp Val Pro Trp lie Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 
370 375 380 



Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 



Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 



Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys lie Asp Leu Leu 
420 425 430 



Ala Ser Asp Pro His Glu Ala Leu lie Cys Lys Ser Glu Arg Val His 
435 440 445 



Ser Lys Ser Val Glu Ser Asn lie Glu Asp Lys lie Phe Gly Lys Thr 
450 455 460 



Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 



Leu He He Gly Ala Phe Val Thr Glu Pro Gin He He Gin Glu Arg 
485 490 495 



Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 



His Pro Glu Asp Phe He Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 ** 520 525 



Pro Glu Met He Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 



Val Met Asn He Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 



Ser He Gin Asn Glu Lys Asn Pro Asn Pro He Glu Ser Leu Glu Lys 
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565 570 575 



Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro lie Ser Ser Ser lie Ser 
580 585 590 



Asn Met Glu Leu Glu Leu Asn lie His Asn Ser Lys Ala Pro Lys Lys 
595 600 605 



Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 



Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 



lie Asp Ser Cys Ser Ser Ser Glu Glu lie Lys Lys Lys Lys Tyr Asn 
645 650 655 



Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 



Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 



Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 



Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 



Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 



Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 



Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 



lie Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser lie Ser 
770 775 780 



Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 
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Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu lie His 
805 810 815 



Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 



Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser lie Glu Met Glu 
835 840 845 



Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 



Lys Arg Gin Ser Phe Ala Pro Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 



Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
885 890 895 



Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 910 



Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 



Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 



Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 



Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 



Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 
980 985 990 



Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 



Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 
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Ser Thr lie Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Glu 
1025 1030 1035 



Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 



Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
1055 1060 1065 



Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 



Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 



Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 



Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 



lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 



Gin Val Cys Ser Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 



lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 



Ser Ala Val Phe Ser Lys Ser Val Gin Lys Gly Glu Leu Ser Arg 
1175 1180 1185 



Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 



Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 



Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 
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Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 



Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 



Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 



Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 



Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 



Asn Thr Asn Thr Gin Asp Pro Phe Leu lie Gly Ser Ser Lys Gin 
1310 1315 1320 



Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 



Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 " 1345 1350 



Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 



Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
1370 1375 1380 



Gly Leu Ser Ser Gin Ser Asp lie Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 



Thr Met Gin His Asn Leu lie Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 



Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 



Tyr Pro Ser lie lie Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 



Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
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1445 



1450 



1455 



Lys Ser Ser Glu Tyr Pro lie Ser Gin Asn Pro Glu Gly Leu Ser 
1460 1465 1470 



Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 



Lys Glu Pro Gly Val Glu Arg Ser Ser Pro Ser Lys Cys Pro Ser 
1490 1495 1500 



Leu Asp Asp Arg Trp Tyr Met His Ser Cys Ser Gly Ser Leu Gin 
1505 1510 1515 



Asn Arg Asn Tyr Pro Ser Gin Glu Glu Leu lie Lys Val Val Asp 
1520 1525 1530 



Val Glu Glu Gin Gin Leu Glu Glu Ser Gly Pro His Asp Leu Thr 
1535 1540 1545 



Glu Thr Ser Tyr Leu Pro Arg Gin Asp Leu Glu Gly Thr Pro Tyr 
1550 1555 1560 



Leu Glu Ser Gly lie Ser Leu Phe Ser Asp Asp Pro Glu Ser Asp 
1565 1570 1575 



Pro Ser Glu Asp Arg Ala Pro Glu Ser Ala Arg Val Gly Asn lie 
1580 1585 1590 



Pro Ser Ser Thr Ser Ala Leu Lys Val Pro Gin Leu Lys Val Ala 
1595 1600 1605 



Glu Ser Ala Gin Ser Pro Ala Ala Ala His Thr Thr Asp Thr Ala 
1610 1615 1620 



Gly Tyr Asn Ala Met Glu Glu Ser Val Ser Arg Glu Lys Pro Glu 
1625 1630 1635 



Leu Thr Ala Ser Thr Glu Arg Val Asn Lys Arg Met Ser Met Val 
1640 1645 1650 



Val Ser Gly Leu Thr Pro Glu Glu Phe Met Leu Val Tyr Lys Phe 
1655 1660 1665 
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Ala Arg Lys His His lie Thr Leu Thr Asn Leu lie Thr Glu Glu 
1670 . 1675 1680 



Thr Thr His Val Val Met Lys Thr Asp Ala Glu Phe Val Cys Glu 
1685 1690 1695 



Arg Thr Leu Lys Tyr Phe Leu Gly lie Ala Gly Gly Lys Trp Val 
1700 1705 1710 



Val Ser Tyr Phe Trp Val Thr Gin Ser lie Lys Glu Arg Lys Met 
1715 1720 1725 



Leu Asn Glu His Asp Phe Glu Val Arg Gly Asp Val Val Asn Gly 
1730 1735 1740 



Arg Asn His Gin Gly Pro Lys Arg Ala Arg Glu Ser Gin Asp Arg 
1745 1750 1755 



Lys lie Phe Arg Gly Leu Glu lie Cys Cys Tyr Gly Pro Phe Thr 
1760 1765 1770 



Asn Met Pro Thr Asp Gin Leu Glu Trp Met Val Gin Leu Cys Gly 
1775 1780 1785 



Ala Ser Val Val Lys Glu Leu Ser Ser Phe Thr Leu Gly Thr Gly 
1790 1795 1800 



Val His Pro lie Val Val Val Gin Pro Asp Ala Trp Thr Glu Asp 
1805 1810 1815 



Asn Gly Phe His Ala He Gly Gin Met Cys Glu Ala Pro Val Val 
1820 1825 1830 



Thr Arg Glu Trp Val Leu Asp Ser Val Ala Leu Tyr Gin Cys Gin 
1835 1840 1845 



Glu Leu Asp Thr Tyr Leu He Pro Gin He Pro His Ser His Tyr 
1850 1855 1860 



<210> 13 
<211> 2969 
<212> DNA 
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<213> Homo sapiens 
<400> 13 

ccacgcgtcc gctaaagggg aattaatgtt tgatgattct tcagattcat caccggaaaa 60 

acaggagaga aatttaaact ggaccccggc cgaagtccca cagttagctg cagcaaaacg 120 

caggctgcct cagggaaagg agcctgggtt gattaacttg tgtgccaatg tcccacccgt 18 0 

cccaggtaac attttgcccc ctgaggtccg gggtaattta atggctgctg gacaaaacct 24 0 

ccaaagttct gaaagatcag aaatgatagc tacctggagt ccagctgtac ggacactgag 300 

gaatattact aataatgctg acattcagca gatgaaccgg ccatcaaatg tagcacatat 360 

cttacagact ctttcagcac ctacgaaaaa tttagaacag caggtgaatc acagccagca 420 

gggacataca aatgccaatg cagtgctgtt tagccaagtg aaagtgactc cagagacaca 480 

catgctacag cagcagcagc aggcccagca gcagcagcag cagcacccgg ttttacacct 54 0 

tcagccccag cagataatgc agctccagca gcagcagcag cagcagatct ctcagcaacc 600 

ttacccccag cagccgccgc atccattttc acagcaacag cagcagcagc agcaagccca 660 

tccgcatcag ttttcacagc aacagctaca gtttccacag caacagttgc atcctccaca 720 

gcagctgcat cgccctcagc agcagctcca gccctttcag cagcagcatg ccctgcagca 780 

gcagttccat cagctgcagc agcaccagct ccagcagcag cagctcgccc agctccagca 84 0 

gcagcacagc ctgctccagc agcagcagca acagcagatt cagcagcagc agctccagcg 900 

catgcaccag cagcagcagc agcagcagat gcaaagtcag acagcgccac acttgagtca 960 

gacgtcacag gcgctgcagc atcaggttcc acctcagcag cccccgcagc agcagcagca 102 0 

acagcagcca ccaccatcgc ctcagcagca tcagcttttt ggacatgatc cagcagtgga 1080 

gattccagaa gaaggcttct tattgggatg tgtgtttgca attgcggatt atccagagca 114 0 

gatgtctgat aagcaactgc tggccacctg gaaaaggata atccaggcac atggcggcac 1200 

tgttgacccc accttcacga gtcgatgcac gcaccttctc tgtgagagtc aagtcagcag 1260 

cgcgtatgca caggcaataa gagaaagaaa gagatgtgtt actgcacact ggttaaacac 1320 

agtcttaaag aagaagaaaa tggtaccgcc gcaccgagcc cttcacttcc cagtggcctt 1380 

cccaccagga ggaaagccat gttcacagca tattatttct gtgactggat ttgttgatag 144 0 

tgacagagat gacctaaaat taatggctta tttggcaggt gccaaatata cgggttatct 1500 

atgccgcagc aacacagtcc tcatctgtaa agaaccaact ggtttaaagt atgaaaaagc 1560 

caaagagtgg aggataccct gtgtcaacgc ccagtggctt ggcgacattc ttctgggaaa 1620 
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ctttgaggca 


ctgaggcaga 


ttcagtatag 


tcgctacacg 


gcattcagtc 


tgcaggatcc 


1680 


atttgcccct 


acccagcatt 


tagttttaaa tcttttagat gcttggagag 


ttcccttaaa 


1740 


agtgtctgca 


gagttgttga 


tgagtataag 


actacctccc 


aaactgaaac 


agaatgaagt 


1800 


agctaatgtc 


cagccttctt 


ccaaaagagc 


cagaattgaa 


gacgtaccac 


ctcccactaa 


1860 


aaagctaact 


ccagaattga 


ccccttttgt 


gcttttcact 


ggattcgagc 


ctgtccaggt 


1920 


tcaacagtat 


attaagaagc 


tctacattct 


tggtggagag 


gttgcggagt 


ctgcacagaa 


1980 


gtgcacacac 


ctcattgcca 


gcaaagtgac 


tcgcaccgtg 


aagttcctga 


cggcgatttc 


2040 


tgtcgtgaag 


cacatagtga 


cgccagagtg 


gctggaagaa 


tgcttcaggt 


gtcagaagtt 


2100 


cattgatgag 


cagaactaca 


ttctccgaga 


tgctgaggca 


gaagtacttt 


tctctttcag 


2160 


cttggaagaa 


tccttaaaac 


gggcacacgt 


ttctccactc 


tttaaggcaa 


aatattttta 


2220 


catcacacct 


ggaatctgcc 


caagtctttc 


cactatgaag 


gcaatcgtag 


agtgtgcagg 


2280 


aggaaaggtg 


ttatccaagc 


agccatcttt 


ccggaagctc 


atggagcaca 


agcagaactc 


2340 


gagtttgtcg 


gaaataattt 


taatatcctg 


tgaaaatgac 


cttcatttat 


gccgagaata 


2400 


ttttgccaga 


ggcatagatg 


ttcacaatgc 


agagttcgtt 


ctgactggag 


tgctcactca 


2460 


aacgctggac 


tatgaatcat 


ataagtttaa 


ctgatggcgt 


ctaggctgcc 


gtgcatgtcg 


2520 


actcctgcgg 


tgcggggctg 


gctgtctggc 


tggcgaggag 


ctgctgcgct 


tccttcacat 


2580 


gctcttgttt 


tccagctgct 


ttcctggggg atcagactgt 


gaagcaggaa 


gacagatata 


2640 


ataaatatac 


tgcatctttt 


taagatgtgc 


aattttattc 


tgaggaaaca 


taaattatgt 


2700 


tttgtattat 


atgactttaa 


gagcccacat 


taggttttat 


gattcatttg 


ccaggttttt 


2760 


aaatgttttc 


acaaaactgt 


tacgggactt 


caactagaaa 


taaaatggtg 


taaataaaga 


2820 


ccttgctatc 


tctaaattat 


ggatgttaaa 


gatttgaaat 


gttttgtact 


ttgattattt 


2880 


ttatttctta 


tactctgttt 


tcttttatat 


tgatatcttg 


cccacatttt 


aaataaatgt 


2940 


acttttgaac 


ttaaaaaaaa 


aaaaaaaaa 








2969 



<210> 14 

<211> 1069 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Ser Asp Gin Ala Pro Lys Val Pro Glu Glu Met Phe Arg Glu Val 
1 5 10 15 
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Lys Tyr Tyr Ala Val Gly Asp He Asp Pro Gin Val He Gin Leu Leu 
20 25 30 



Lys Ala Gly Lys Ala Lys Glu Val Ser Tyr Asn Ala Leu Ala Ser His 
35 40 45 



He He Ser Glu Asp Gly Asp Asn Pro Glu Val Gly Glu Ala Arg Glu 
50 55 60 



Val Phe Asp Leu Pro Val Val Lys Pro Ser Trp Val He Leu Ser Val 
65 70 75 80 



Gin Cys Gly Thr Leu Leu Pro Val Asn Gly Phe Ser Pro Glu Ser Cys 
85 90 95 



Gin He Phe Phe Gly He Thr Ala Cys Leu Ser Gin Val Ser Ser Glu 
100 105 110 



Asp Arg Ser Ala Leu Trp Ala Leu Val Thr Phe Tyr Gly Gly Asp Cys 
115 120 125 



Gin Leu Thr Leu Asn Lys Lys Cys Thr His Leu He Val Pro Glu Pro 
130 135 140 



Lys Gly Glu Lys Tyr Glu Cys Ala Leu Lys Arg Ala Ser He Lys He 
145 150 155 160 



Val Thr Pro Asp Trp Val Leu Asp Cys Val Ser Glu Lys Thr Lys Lys 
165 170 175 



Asp Glu Ala Phe Tyr His Pro Arg Leu He He Tyr Glu Glu Glu Glu 
180 185 190 



Glu Glu Glu Glu Glu Glu Glu Glu Val Glu Asn Glu Glu Gin Asp Ser 
195 200 205 



Gin Asn Glu Gly Ser Thr Asp Glu Lys Ser Ser Pro Ala Ser Ser Gin 
210 215 220 



Glu Gly Ser Pro Ser Gly Asp Gin Gin Phe Ser Pro Lys Ser Asn Thr 
225 230 235 240 
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Glu Lys Ser Lys Gly Glu Leu Met Phe Asp Asp Ser Ser Asp Ser Ser 
245 250 255 



Pro Glu Lys Gin Glu Arg Asn Leu Asn Trp Thr Pro Ala Glu Val Pro 
260 265 270 



Gin Leu Ala Ala Ala Lys Arg Arg Leu Pro Gin Gly Lys Glu Pro Gly 
275 280 285 



Leu lie Asn Leu Cys Ala Asn Val Pro Pro Val Pro Gly Asn lie Leu 
290 295 300 



Pro Pro Glu Val Arg Gly Asn Leu Met Ala Ala Gly Gin Asn Leu Gin 
305 310 315 320 



Ser Ser Glu Arg Ser Glu Met lie Ala Thr Trp Ser Pro Ala Val Arg 
325 330 335 



Thr Leu Arg Asn lie Thr Asn Asn Ala Asp lie Gin Gin Met Asn Arg 
340 345 350 



Pro Ser Asn Val Ala His lie Leu Gin Thr Leu Ser Ala Pro Thr Lys 
355 360 365 



Asn Leu Glu Gin Gin Val Asn His Ser Gin Gin Gly His Thr Asn Ala 
370 375 380 



Asn Ala Val Leu Phe Ser Gin Val Lys Val Thr Pro Glu Thr His Met 
385 390 395 400 



Leu Gin Gin Gin Gin Gin Ala Gin Gin Gin Gin Gin Gin His Pro Val 
405 410 415 



Leu His Leu Gin Pro Gin Gin lie Met Gin Leu Gin Gin Gin Gin Gin 
420 425 430 



Gin Gin lie Ser Gin Gin Pro Tyr Pro Gin Gin Pro Pro His Pro Phe 
435 440 445 



Ser Gin Gin Gin Gin Gin Gin Gin Gin Ala His Pro His Gin Phe Ser 
450 455 460 



Gin Gin Gin Leu Gin Phe Pro Gin Gin Gin Leu His Pro Pro Gin Gin 
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465 



470 



475 



480 



Leu His Arg Pro Gin Gin Gin Leu Gin Pro Phe Gin Gin Gin His Ala 
485 490 495 



Leu Gin Gin Gin Phe His Gin Leu Gin Gin His Gin Leu Gin Gin Gin 
500 505 510 



Gin Leu Ala Gin Leu Gin Gin Gin His Ser Leu Leu Gin Gin Gin Gin 
515 520 525 



Gin Gin Gin lie Gin Gin Gin Gin Leu Gin Arg Met His Gin Gin Gin 
530 535 540 



Gin Gin Gin Gin Met Gin Ser Gin Thr Ala Pro His Leu Ser Gin Thr 
545 550 555 560 



Ser Gin Ala Leu Gin His Gin Val Pro Pro Gin Gin Pro Pro Gin Gin 
565 570 575 



Gin Gin Gin Gin Gin Pro Pro Pro Ser Pro Gin Gin His Gin Leu Phe 
580 585 590 



Gly His Asp Pro Ala Val Glu lie Pro Glu Glu Gly Phe Leu Leu Gly 
595 600 605 



Cys Val Phe Ala lie Ala Asp Tyr Pro Glu Gin Met Ser Asp Lys Gin 
610 615 620 



Leu Leu Ala Thr Trp Lys Arg lie lie Gin Ala His Gly Gly Thr Val 
625 630 635 640 



Asp Pro Thr Phe Thr Ser Arg Cys Thr His Leu Leu Cys Glu Ser Gin 
645 650 655 



Val Ser Ser Ala Tyr Ala Gin Ala lie Arg Glu Arg Lys Arg Cys Val 
660 665 670 



Thr Ala His Trp Leu Asn Thr Val Leu Lys Lys Lys Lys Met Val Pro 
675 680 685 



Pro His Arg Ala Leu His Phe Pro Val Ala Phe Pro Pro Gly Gly Lys 
690 695 700 
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Pro Cys Ser Gin His lie lie Ser Val Thr Gly Phe Val Asp Ser Asp 
705 710 715 720 



Arg Asp Asp Leu Lys Leu Met Ala Tyr Leu Ala Gly Ala Lys Tyr Thr 
725 730 735 



Gly Tyr Leu Cys Arg Ser Asn Thr Val Leu lie Cys Lys Glu Pro Thr 
740 745 750 



Gly Leu Lys Tyr Glu Lys Ala Lys Glu Trp Arg lie Pro Cys Val Asn 
755 760 765 



Ala Gin Trp Leu Gly Asp lie Leu Leu Gly Asn Phe Glu Ala Leu Arg 
770 775 780 



Gin lie Gin Tyr Ser Arg Tyr Thr Ala Phe Ser Leu Gin Asp Pro Phe 
785 790 795 800 



Ala Pro Thr Gin His Leu Val Leu Asn Leu Leu Asp Ala Trp Arg Val 
805 810 815 



Pro Leu Lys Val Ser Ala Glu Leu Leu Met Ser lie Arg Leu Pro Pro 
820 825 830 



Lys Leu Lys Gin Asn Glu Val Ala Asn Val Gin Pro Ser Ser Lys Arg 
835 840 845 



Ala Arg lie Glu Asp Val Pro Pro Pro Thr Lys Lys Leu Thr Pro Glu 
850 855 860 



Leu Thr Pro Phe Val Leu Phe Thr Gly Phe Glu Pro Val Gin Val Gin 
865 870 875 880 



Gin Tyr lie Lys Lys Leu Tyr lie Leu Gly Gly Glu Val Ala Glu Ser 
885 890 895 



Ala Gin Lys Cys Thr His Leu lie Ala Ser Lys Val Thr Arg Thr Val 
900 905 910 



Lys Phe Leu Thr Ala lie Ser Val Val Lys His He Val Thr Pro Glu 
915 920 925 
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Trp Leu Glu Glu Cys Phe Arg Cys Gin Lys Phe lie Asp Glu Gin Asn 
930 935 940 



Tyr lie Leu Arg Asp Ala Glu Ala Glu Val Leu Phe Ser Phe Ser Leu 
945 950 955 960 



Glu Glu Ser Leu Lys Arg Ala His Val Ser Pro Leu Phe Lys Ala Lys 
965 970 975 



Tyr Phe Tyr lie Thr Pro Gly lie Cys Pro Ser Leu Ser Thr Met Lys 
980 985 990 



Ala lie Val Glu Cys Ala Gly Gly Lys Val Leu Ser Lys Gin Pro Ser 
995 1000 1005 



Phe Arg Lys Leu Met Glu His Lys Gin Asn Ser Ser Leu Ser Glu 
1010 1015 1020 



lie lie Leu lie Ser Cys Glu Asn Asp Leu His Leu Cys Arg Glu 
1025 1030 1035 



Tyr Phe Ala Arg Gly lie Asp Val His Asn Ala Glu Phe Val Leu 
1040 1045 1050 



Thr Gly Val Leu Thr Gin Thr Leu Asp Tyr Glu Ser Tyr Lys Phe 
1055 1060 1065 



Asn 



<210> 15 

<211> 757 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ala Ala Gly Gin Asn Leu Gin Ser Ser Glu Arg Ser Glu Met lie 
1 5 10 15 



Ala Thr Trp Ser Pro Ala Val Arg Thr Leu Arg Asn lie Thr Asn Asn 
20 25 30 



Ala Asp lie Gin Gin Met Asn Arg Pro Ser Asn Val Ala His lie Leu 
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35 



40 



45 



Gin Thr Leu Ser Ala Pro Thr Lys Asn Leu Glu Gin Gin Val Asn His 
50 55 60 



Ser Gin Gin Gly His Thr Asn Ala Asn Ala Val Leu Phe Ser Gin Val 
65 70 75 80 



Lys Val Thr Pro Glu Thr His Met Leu Gin Gin Gin Gin Gin Ala Gin 
85 90 95 



Gin Gin Gin Gin Gin His Pro Val Leu His Leu Gin Pro Gin Gin lie 
100 105 110 



Met Gin Leu Gin Gin Gin Gin Gin Gin Gin lie Ser Gin Gin Pro Tyr 
115 120 125 



Pro Gin Gin Pro Pro His Pro Phe Ser Gin Gin Gin Gin Gin Gin Gin 
130 135 140 



Gin Ala His Pro His Gin Phe Ser Gin Gin Gin Leu Gin Phe Pro Gin 
145 150 155 160 



Gin Gin Leu His Pro Pro Gin Gin Leu His Arg Pro Gin Gin Gin Leu 
165 170 175 



Gin Pro Phe Gin Gin Gin His Ala Leu Gin Gin Gin Phe His Gin Leu 
180 185 190 



Gin Gin His Gin Leu Gin Gin Gin Gin Leu Ala Gin Leu Gin Gin Gin 
195 200 205 



His Ser Leu Leu Gin Gin Gin Gin Gin Gin Gin He Gin Gin Gin Gin 
210 215 220 



Leu Gin Arg Met His Gin Gin Gin Gin Gin Gin Gin Met Gin Ser Gin 
225 230 235 240 



Thr Ala Pro His Leu Ser Gin Thr Ser Gin Ala Leu Gin His Gin Val 
245 250 255 



Pro Pro Gin Gin Pro Pro Gin Gin Gin Gin Gin Gin Gin Pro Pro Pro 
260 265 270 



78 



Ser Pro Gin Gin His Gin Leu Phe Gly His Asp Pro Ala Val Glu lie 
275 280 285 



Pro Glu Glu Gly Phe Leu Leu Gly Cys Val Phe Ala lie Ala Asp Tyr 
290 295 300 



Pro Glu Gin Met Ser Asp Lys Gin Leu Leu Ala Thr Trp Lys Arg lie 
305 310 315 320 



lie Gin Ala His Gly Gly Thr Val Asp Pro Thr Phe Thr Ser Arg Cys 
325 330 335 



Thr His Leu Leu Cys Glu Ser Gin Val Ser Ser Ala Tyr Ala Gin Ala 
340 345 350 



lie Arg Glu Arg Lys Arg Cys Val Thr Ala His Trp Leu Asn Thr Val 
355 360 365 



Leu Lys Lys Lys Lys Met Val Pro Pro His Arg Ala Leu His Phe Pro 
370 375 380 



Val Ala Phe Pro Pro Gly Gly Lys Pro Cys Ser Gin His lie lie Ser 
385 390 395 400 



Val Thr Gly Phe Val Asp Ser Asp Arg Asp Asp Leu Lys Leu Met Ala 
405 410 415 



Tyr Leu Ala Gly Ala Lys Tyr Thr Gly Tyr Leu Cys Arg Ser Asn Thr 
420 425 430 



Val Leu lie Cys Lys Glu Pro Thr Gly Leu Lys Tyr Glu Lys Ala Lys 
435 440 445 



Glu Trp Arg lie Pro Cys Val Asn Ala Gin Trp Leu Gly Asp lie Leu 
450 455 460 



Leu Gly Asn Phe Glu Ala Leu Arg Gin lie Gin Tyr Ser Arg Tyr Thr 
465 470 475 480 



Ala Phe Ser Leu Gin Asp Pro Phe Ala Pro Thr Gin His Leu Val Leu 
485 490 495 
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Asn Leu Leu Asp Ala Trp Arg Val Pro Leu Lys Val Ser Ala Glu Leu 
500 505 510 



Leu Met Ser lie Arg Leu Pro Pro Lys Leu Lys Gin Asn Glu Val Ala 
515 520 525 



Asn Val Gin Pro Ser Ser Lys Arg Ala Arg lie Glu Asp Val Pro Pro 
530 535 540 



Pro Thr Lys Lys Leu Thr Pro Glu Leu Thr Pro Phe Val Leu Phe Thr 
545 550 555 560 



Gly Phe Glu Pro Val Gin Val Gin Gin Tyr lie Lys Lys Leu Tyr lie 
565 570 575 



Leu Gly Gly Glu Val Ala Glu Ser Ala Gin Lys Cys Thr His Leu lie 
580 585 590 



Ala Ser Lys Val Thr Arg Thr Val Lys Phe Leu Thr Ala lie Ser Val 
595 600 605 



Val Lys His lie Val Thr Pro Glu Trp Leu Glu Glu Cys Phe Arg Cys 
610 615 620 



Gin Lys Phe lie Asp Glu Gin Asn Tyr lie Leu Arg Asp Ala Glu Ala 
625 630 635 640 



Glu Val Leu Phe Ser Phe Ser Leu Glu Glu Ser Leu Lys Arg Ala His 
645 650 655 



Val Ser Pro Leu Phe Lys Ala Lys Tyr Phe Tyr lie Thr Pro Gly lie 
660 665 670 



Cys Pro Ser Leu Ser Thr Met Lys Ala lie Val Glu Cys Ala Gly Gly 
675 680 685 



Lys Val Leu Ser Lys Gin Pro Ser Phe Arg Lys Leu Met Glu His Lys 
690 695 700 



Gin Asn Ser Ser Leu Ser Glu lie lie Leu lie Ser Cys Glu Asn Asp 
705 710 715 720 
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Leu His Leu Cys Arg Glu Tyr Phe Ala Arg Gly lie Asp Val His Asn 
725 730 735 



Ala Glu Phe Val Leu Thr Gly Val Leu Thr Gin Thr Leu Asp Tyr Glu 
740 745 750 



Ser Tyr Lys Phe Asn 
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Met Ser Asp Gin Ala Pro Lys Val Pro Glu Glu Met Phe Arg Glu Val 
15 10 15 



Lys Tyr Tyr Ala Val Gly Asp lie Asp Pro Gin Val lie Gin Leu Leu 
20 25 30 



Lys Ala Gly Lys Ala Lys Glu Val Ser Tyr Asn Ala Leu Ala Ser His 
35 40 45 



lie lie Ser Glu Asp Gly Asp Asn Pro Glu Val Gly Glu Ala Arg Glu 
50 55 60 



Val Phe Asp Leu Pro Val Val Lys Pro Ser Trp Val lie Leu Ser Val 
65 70 75 80 



Gin Cys Gly Thr Leu Leu Pro Val Asn Gly Phe Ser Pro Glu Ser Cys 
85 90 95 



Gin lie Phe Phe Gly lie Thr Ala Cys Leu Ser Gin Val Ser Ser Glu 
100 105 110 



Asp Arg Ser Ala Leu Trp Ala Leu Val Thr Phe Tyr Gly Gly Asp Cys 
115 120 125 



Gin Leu Thr Leu Asn Lys Lys Cys Thr His Leu lie Val Pro Glu Pro 
130 135 140 



Lys Gly Glu Lys Tyr Glu Cys Ala Leu Lys Arg Ala Ser lie Lys lie 
145 150 155 160 
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Val Thr Pro Asp Trp Val Leu Asp Cys Val Ser Glu Lys Thr Lys Lys 
165 170 175 



Asp Glu Ala Phe Tyr His Pro Arg Leu lie lie Tyr Glu Glu Glu Glu 
180 185 190 



Glu Glu Glu Glu Glu Glu Glu Glu Val Glu Asn Glu Glu Gin Asp Ser 
195 200 205 



Gin Asn Glu Gly Ser Thr Asp Glu Lys Ser Ser Pro Ala Ser Ser Gin 
210 215 220 



Glu Gly Ser Pro Ser Gly Asp Gin Gin Phe Ser Pro Lys Ser Asn Thr 
225 230 235 240 



Glu Lys Ser Lys Gly Glu Leu Met Phe Asp Asp Ser Ser Asp Ser Ser 
245 250 255 



Pro Glu Lys Gin Glu Arg Asn Leu Asn Trp Thr Pro Ala Glu Val Pro 
260 265 270 



Gin Leu Ala Ala Ala Lys Arg Arg Leu Pro Gin Gly Lys Glu Pro Gly 
275 280 285 



Leu lie Asn Leu Cys Ala Asn Val Pro Pro Val Pro Gly Asn lie Leu 
290 295 300 



Pro Pro Glu Val Arg Gly Asn Leu Met Ala Ala Gly Gin Asn Leu Gin 
305 310 315 320 



Ser Ser Glu Arg Ser Glu Met lie Ala Thr Trp Ser Pro Ala Val Arg 
325 330 335 



Thr Leu Arg Asn lie Thr Asn Asn Ala Asp lie Gin Gin Met Asn Arg 
340 345 350 



Pro Ser Asn Val Ala His lie Leu Gin Thr Leu Ser Ala Pro Thr Lys 
355 360 365 



Asn Leu Glu Gin Gin Val Asn His Ser Gin Gin Gly His Thr Asn Ala 
370 375 380 
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Asn Ala Val Leu Phe Ser Gin Val Lys Val Thr Pro Glu Thr His Met 
385 390 395 400 



Leu Gin Gin Gin Gin Gin Ala Gin Gin Gin Gin Gin Gin His Pro Val 
405 410 415 



Leu His Leu Gin Pro Gin Gin lie Met Gin Leu Gin Gin Gin Gin Gin 
420 425 430 



Gin Gin lie Ser Gin Gin Pro Tyr Pro Gin Gin Pro Pro His Pro Phe 
435 440 445 



Ser Gin Gin Gin Gin Gin Gin Gin Gin Ala His Pro His Gin Phe Ser 
450 455 460 



Gin Gin Gin Leu Gin Phe Pro Gin Gin Gin Leu His Pro Pro Gin Gin 
465 470 475 480 



Leu His Arg Pro Gin Gin Gin Leu Gin Pro Phe Gin Gin Gin His Ala 
485 490 495 



Leu Gin Gin Gin Phe His Gin Leu Gin Gin His Gin Leu Gin Gin Gin 
500 505 510 



Gin Leu Ala Gin Leu Gin Gin Gin His Ser Leu Leu Gin Gin Gin Gin 
515 520 525 



Gin Gin Gin lie Gin Gin Gin Gin Leu Gin Arg Met His Gin Gin Gin 
530 535 540 



Gin Gin Gin Gin Met Gin Ser Gin Thr Ala Pro His Leu Ser Gin Thr 
545 550 555 560 



Ser Gin Ala Leu Gin His Gin Val Pro Pro Gin Gin Pro Pro Gin Gin 
565 570 575 



Gin Gin Gin Gin Gin Pro Pro Pro Ser Pro Gin Gin His Gin Leu Phe 
580 585 590 



Gly His Asp Pro Ala Val Glu lie Pro Glu Glu Gly Phe Leu Leu Gly 
595 600 605 
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Cys Val Phe Ala lie Ala Asp Tyr Pro Glu Gin Met Ser Asp Lys Gin 
610 615 620 



Leu Leu Ala Thr Trp Lys Arg lie lie Gin Ala His Gly Gly Thr Val 
625 630 635 640 



Asp Pro Thr Phe Thr Ser Arg Cys Thr His Leu Leu Cys Glu Ser Gin 
645 650 655 



Val Ser Ser Ala Tyr Ala Gin Ala lie Arg Glu Arg Lys Arg Cys Val 
660 665 670 



Thr Ala His Trp Leu Asn Thr Val Leu Lys Lys Lys Lys Met Val Pro 
675 680 685 



Pro His Arg Ala Leu His Phe Pro Val Ala Phe Pro Pro Gly Gly Lys 
690 695 700 



Pro Cys Ser Gin His lie lie Ser Val Thr Gly Phe Val Asp Ser Asp 
705 710 715 720 



Arg Asp Asp Leu Lys Leu Met Ala Tyr Leu Ala Gly Ala Lys Tyr Thr 
725 730 735 



Gly Tyr Leu Cys Arg Ser Asn Thr Val Leu lie Cys Lys Glu Pro Thr 
740 745 750 



Gly Leu Lys Tyr Glu Lys Ala Lys Glu Trp Arg lie Pro Cys Val Asn 
755 760 765 



Ala Gin Trp Leu Gly Asp lie Leu Leu Gly Asn Phe Glu Ala Leu Arg 
770 775 780 



Gin lie Gin Tyr Ser Arg Tyr Thr Ala Phe Ser Leu Gin Asp Pro Phe 
785 790 795 800 



Ala Pro Thr Gin His Leu Val Leu Asn Leu Leu Asp Ala Trp Arg Val 
805 810 815 



Pro Leu Lys Val Ser Ala Glu Leu Leu Met Ser lie Arg Leu Pro Pro 
820 825 830 



Lys Leu Lys Gin Asn Glu Val Ala Asn Val Gin Pro Ser Ser Lys Arg 
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835 



840 



845 



Ala Arg lie Glu Asp Val Pro Pro Pro Thr Lys Lys Leu Thr Pro Glu 
850 855 860 



Leu Thr Pro Phe Val Leu Phe Thr Gly Phe Glu Pro Val Gin Val Gin 
865 870 875 880 



Gin Tyr lie Lys Lys Leu Tyr lie Leu Gly Gly Glu Val Ala Glu Ser 
885 890 895 



Ala Gin Lys Cys Thr His Leu lie Ala Ser Lys Val Thr Arg Thr Val 
900 905 910 



Lys Phe Leu Thr Ala He Ser Val Val Lys His He Val Thr Pro Glu 
915 920 925 



Trp Leu Glu Glu Cys Phe Arg Cys Gin Lys Phe He Asp Glu Gin Asn 
930 935 940 



Tyr He Leu Arg Asp Ala Glu Ala Glu Val Leu Phe Ser Phe Ser Leu 
945 950 955 960 



Glu Glu Ser Leu Lys Arg Ala His Val Ser Pro Leu Phe Lys Ala Lys 
965 970 975 



Tyr Phe Tyr He Thr Pro Gly He Cys Pro Ser Leu Ser Thr Met Lys 
980 985 990 



Ala He Val Glu Cys Ala Gly Gly Lys Val Leu Ser Lys Gin Pro Ser 
995 1000 1005 



Phe Arg Lys Leu Met Glu His Lys Gin Asn Ser Ser Leu Ser Glu 
1010 1015 1020 



He He Leu He Ser Cys Glu Asn Asp Leu His Leu Cys Arg Glu 
1025 1030 1035 



Tyr Phe Ala Arg Gly He Asp Val His Asn Ala Glu Phe Val Leu 
1040 1045 1050 



Thr Gly Val Leu Thr Gin Thr Leu Asp Tyr Glu Ser Tyr Lys Phe 
1055 1060 1065 
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ttctatt 
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<210> 18 

<211> 2204 

<212> DNA 

<213> Homo sapiens 

<400> 18 



gagcggtgcg 


gaggctctgc 


teggatcgag 


gtctgcagcg 


cagctteggg 


agcatgagtg 


60 


ctgcagtgac 


tgcagggaag 


ctggcacggg 


caccggccga 


ccctgggaaa 


gccggggtcc 


120 


ccggagttgc 


agctcccgga 


gctccggcgg 


cggctccacc 


ggegaaagag 


ateceggagg 


180 


tcctagtgga 


cccacgcagc 


cggcggcgct 


atgtgcgggg 


ccgctttttg ggcaagggcg 


240 


getttgecaa 


gtgettcgag 


ateteggacg 


cggacaccaa 


ggaggtgttc 


gegggcaaga 


300 


ttgtgcctaa 


gtctctgctg 


ctcaagccgc 


accagaggga 


gaagatgtcc 


atggaaatat 


360 


ccattcaccg 


cagcctcgcc 


caccagcacg 


tegtaggatt 


ccacggcttt 


ttcgaggaca 


420 


aegacttegt 


gttcgtggtg 


ttggagctct 


gccgccggag 


gtctctcctg 


gagctgeaca 


480 


agaggaggaa 


agccctgact 


gagectgagg 


cccgatacta 


cctacggcaa 


attgtgcttg 


540 


getgecagta 


cctgcaccga 


aaccgagtta 


ttcatcgaga 


cctcaagctg 


ggcaaccttt 


600 


tcctgaatga 


agatctggag 


gtgaaaatag 


gggattttgg 


actggcaacc 


aaagtcgaat 


660 


atgacgggga 


gaggaagaag 


accctgtgtg 


ggactcctaa 


ttacatagct 


cccgaggtgc 


720 
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taaacaaaaa 


aaaocacaat 


ttcaaaataa 


atatatacrtc 


cat tacrcf tcrt 


a teat a tat a 


780 


cct t at - t acrt 

L L L L y LiL>aVj L 


crcrcr p a a a cr* a 


pr*1~ t" t" t"cracra 

LLLLLLyaya 


LLLLLLyLL L 


a a a ay ay a *^ ^ 


tacct c ccr era 

a. v«» >^ ^» >»» y 


840 


t - caacraacraa 

LLCtayctCLyctCl 


tcraatacacrt 

Ly aciLCiLay l 


a L LLLLOCiy L 


aratraarrr 


cert crcr c cere c 

L»y LyyL»L.yv» l» 


tccctcatcc 


900 


ctyctciycxLyL l 


tea era ca era t 
LLciy uLciy en. 


L L L C* L Ly LLL 


crrrraarrah 

y L L L CI L L CI L 


taacgagctg 


cttaatgacg 


960 


acrttctttac 
ay llu l l 


t" t" c t frrrrt" a t 

L L L LyyLLaL 


CILLLL LyLLL 


crt" ft" rrrra t" 

y LLLLLLLCIL 


cacctgcctg 


accattccac 


1020 


raa crcrt" 1 1 1 c 
L a ay y l l l l l 


era t t*orhrrr 

yftLLyLLLLL 


acrcacrcctcrcr 
cty Lcty l l Ly y 


arrrraoraa 

uLLLLay l ca.c* 


ccggaagccc 


ctcacagtcc 


1080 


l Lad l ctacty y 


r*t" 1" rrrra rraa r« 
l l LyyciycxcxL 


LLLL Ly LL Ly 


cty Ly LLLLLy 


ggaaaaagaa gaaccagtgg 


1140 


t r err a era era c 


a errr t era errr t cr 

cty y ^ydyy *-y 


cr t" ccr a ct crcc 

y L l y C* L l y L L 


appf cacrtcra 

C1L L L LC*y Lyd 


catgetgeag 


cagctgcaca 


1200 


rrtrrtcaat~rrc 
y l y LL.aciL.yL 


c t rrpafrrrr 

L LLvCtCiy L L L 


LLyyciy Ly l y 


crcr c t" crcr t cacr 

y y . Ly y l l. ay 


gcaagaggag 


gctgaggatc 


1260 


ctrrcctrrcat 

LLy LLLyLaL 


LL LLC* LL L L L 


Ly y y l Lay La 


acrt" crcrcr tcraa 
»y y y y ^y y a 


etatteggae 


aagtaeggee 


1320 


ttaaatatca 


actctatcrat 


aacagcgtgg 


yyy u y oi '^ uu 


caatgactca 


acacgcctca 


1380 


L.^.^. L L L C*. V_.C4.Cl 


t era t crcrt era c 

l y a i— y y k-. y a ^» 


acrcc tcrcaort 

ay \*> \»» ^3 ^» ***y 


acataaacr ccr 


tgaeggcact 


gagtcctacc 


1440 


t* c a r» c rr t rra rr 
LLctLLy tycty 


L LLLLaLLLL 


aarrrrhh era 

CtCtL LLL L Ly Ct 


t~ craacraacra t 

Lycic*yc*.c*yaL 


caccctcctt 


aaatatttcc 


1500 


y Cclct L LctLct L 


rr 3 rr n n c* z± c* 

y cty Ly cty Let l 


t~ t~ nr* t" rra a rrrr 
L Ly l Ly ctcty y 


r»a nrrt" crcr' a a 
Lctyy Ly LLcia 


catcacgccg cgcgaaggtg 


1560 


atydyCtCyC 


LCyyCLyLLL 


t~ a r* r* t~ a rrrrra 
LctLLLctLyyct 


LLLyy LLLLy 


cacccgcagc 


gccatcatcc 


1620 


cyCctcc LLcty 


LdctLy y Lcty l 


y LyLctyctLLct 


CLLL LL L L L L C*. 


ggatcacacc 


aagctcatct 


1680 


t~rftn , r , r , r , 3 r* i~ 

L y Ly LLLwL L 


era 1~ rrrr r" aarr 
yciLyy Lciy ll 


ataacctaca 

y l y C* L» L- L c*. ^ t* 


tcaacaaaaa 


gegggactte 


cgcacatacc 


1740 


rrcctrrarrtct 
y ll l y ay lll 


ppf cj cr a cr era cr 
ll Ly y ay y ay 


t" a ccrcrr't" art 

l c*l y y l Ly l l 


crcaaaaacrc t 
y ^"^^y y ^y 


ggccagccgg 


ctccgctacg 


1800 


LLLyLaLLaL 


rrrrt - rrrr a paarr 
yy LyyctLctcty 


ctgetgaget 


cacgctcggc 


cagcaaccgt 


ctcaaggcct 


1860 


LL Lad L. Cty L L 


y L L L L L L L L L 


ccggactggt 


gccctcctca 


ctcccacctg 


catctggggc 


1920 


c c a t" a c t~ crcr t* 

LLClLClLLyy L 


tcrcrctccccrc 

l y y w l w ^ 


ggtgccatgt 


ctgcagtgtg 


ccccccagcc 


ccggtggctg 


1980 


ggcagagctg 


catcatcctt 


gcaggtgggg gttgctgtgt 


aagttatttt 


tgtacatgtt 


2040 


cgggtgtggg 


ttctacagcc 


ttgtccccct 


ccccctcaac 


cccaccatat 


gaattgtaca 


2100 


gaatatttct 


attgaattcg 


gaactgtcct 


ttccttggct 


ttatgeacat 


taaacagatg 


2160 


tgaatattca 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaa 




2204 



<210> 19 

<211> 2795 

<212> DNA 

<213> Homo sapiens 



88 



<400> 19 

gcacaagtgg accggggtgt tgggtgctag tcggcaccag aggcaagggt gcgaggacca 60 

cggccggctc ggacgtgtga ccgcgcctag ggggtggcag cgggcagtgc ggggcggcaa 120 

ggcgaccatg gagcttttgc ggactatcac ctaccagcca gccgccagca ccaaaatgtg 180 

cgagcaggcg ctgggcaagg gttgcggagc ggactcgaag aagaagcggc cgccgcagcc 24 0 

ccccgaggaa tcgcagccac ctcagtccca ggcgcaagtg cccccggcgg cccctcacca 300 

ccatcaccac cattcgcact cggggccgga gatctcgcgg attatcgtcg accccacgac 360 

tgggaascgc tactgccggg gcaaagtgct gggaaagggt ggctttgcaa aatgttacga 42 0 

gatgacagat ttgacaaata acaaagtcta cgccgcaaaa attattcctc acagcagagt 480 

agctaaacct catcaaaggg aaaagattga caaagaaata gagcttcaca gaattcttca 54 0 

tcataagcat gtagtgcagt tttaccacta cttcgaggac aaagaaaaca tttacattct 600 

cttggaatac tgcagtagaa ggtcaatggc tcatattttg aaagcaagaa aggtgttgac 660 

agagccagaa gttcgatact acctcaggca gattgtgtct ggactgaaat accttcatga 720 

acaagaaatc ttgcacagag atctcaaact agggaacttt tttattaatg aagccatgga 780 

actaaaagtt ggggacttcg gtctggcagc caggctagaa cccttggaac acagaaggag 84 0 

aacgatatgt ggtaccccaa attatctctc tcctgaagtc ctcaacaaac aaggacatgg 900 

ctgtgaatca gacatttggg ccctgggctg tgtaatgtat acaatgttac tagggaggcc 960 

cccatttgaa actacaaatc tcaaagaaac ttataggtgc ataagggaag caaggtatac 102 0 

aatgccgtcc tcattgctgg ctcctgccaa gcacttaatt gctagtatgt tgtccaaaaa 1080 

cccagaggat cgtcccagtt tggatgacat cattcgacat gacttttttt tgcagggctt 1140 

cactccggac agactgtctt ctagctgttg tcatacagtt ccagatttcc acttatcaag 1200 

cccagctaag aatttcttta agaaagcagc tgctgctctt tttggtggca aaaaagacaa 1260 

agcaagatat attgacacac ataatagagt gtctaaagaa gatgaagaca tctacaagct 1320 

taggcatgat ttgaaaaaga cttcaataac tcagcaaccc agcaaacaca ggacagatga 1380 

ggagctccag ccacctacca ccacagttgc caggtctgga acacccgcag tagaaaacaa 144 0 

gcagcagatt ggggatgcta ttcggatgat agtcagaggg actcttggca gctgtagcag 1500 

cagcagtgaa tgccttgaag acagtaccat gggaagtgtt gcagacacag tggcaagggt 1560 

tcttcgggga tgtctggaaa acatgccgga agctgattgc attcccaaag agcagctgag 162 0 

cacatcattt cagtgggtca ccaaatgggt tgattactct aacaaatatg gctttgggta 1680 
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ccagctctca 


gaccacaccg 


tcggtgtcct 


tttcaacaat 


ggtgctcaca 


tgagcctcct 


tccagacaaa 


aaaacagttc 


actattacgc 


agagcttggc 


caatgctcag 


ttttcccagc 


aacagatgct 


cctgagcaat 


ttattagtca 


agtgacggtg 


ctgaaatact 


tttctcatta 


catggaggag 


aacctcatgg 


atggtggaga 


tctgcctagt 


gttactgata 


ttcgaagacc 


tcggctctac 


ctccttcagt 


ggctaaaatc 


tgataaggcc 


ctaatgatgc 


tctttaatga 


tggcaccttt 


caggtgaatt 


tctaccatga 


tcatacaaaa 


atcatcatct 


gtagccaaaa 


tgaagaatac 


cttctcacct 


acatcaatga 


ggataggata 


tctacaactt 


tcaggctgac 


aactctgctg 


atgtctggct 


gttcatcaga 


attaaaaaat 


cgaatggaat 


atgccctgaa 


catgctctta 


caaagatgta 


actgaaagac 


ttttcgaatg 


gaccctatgg 


gactcctctt 


ttccactgtg 


agatctacag 


ggaagccaaa 


agaatgatct 


agagtatgtt 


gaagaagatg 


gacatgtggt 


ggtacgaaaa 


caattcccct 


gtggcctgct 


ggactggttg 


gaaccagaac 


aggctaaggc 


atacagttct 


tgactttgga 


caatccaaga 


gtgaaccaga 


atgcagtttt 


ccttgagata 


cctgttttaa 


aaggtttttc 


agacaatttt 


gcagaaaggt 


gcattgattc 


ttaaattctc 


tctgttgaga 


gcatttcagc 


cagaggactt 


tggaactgtg 


aatatacttc 


ctgaagggga 


gggagaaggg 


aggaagctcc 


catgttgttt 


aaaggctgta 


attggagcag 


cttttggctg 


cgtaactgtg 


aactatggcc 


atatataatt 


ttttttcatt 


aatttttgaa 


gatacttgtg 


gctggaaaag 


tgcattcctt 


gttaataaac 


tttttattta 


ttacagccca 


aagagcagta 


tttattatca 


aaatgtcttt 


ttttttatgt 


tgaccatttt 


aaaccgttgg 


caataaagag 


tatgaaaacg 


cagaaaaaaa 


aaaaa 







<210> 20 

<211> 2369 

<212> DNA 

<213> Homo sapiens 

<400> 20 



1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2795 



cctgggcgcc 


agcgcagcgt 


agcaaatcca 


ggcagcgcca 


cgcgcggccg 


gggccgggcg 


60 


gaaccgagaa 


gccgggaccg 


cgctgcgacg 


cgccggccgc 


atggagcctg 


ccgccggttt 


120 


cctgtctccg 


cgccccttcc 


agcgtgcggc 


cgccgcgccc 


gctcccccgg 


ccgggcccgg 


180 


gccgcctccg 


agtgccttgc 


gcggacctga 


gctggagatg 


ctggccgggc 


taccgacgtc 


240 


agaccccggg 


cgcctcatca 


cggacccgcg 


cagcggccgc 


acctacctca 


aaggccgctt 


300 


gttgggcaag 


gggggcttcg 


cccgctgcta 


cgaggccact 


gacacagaga 


ctggcagcgc 


360 
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ctacgctgtc aaagtcatcc cgcagagccg cgtcgccaag ccgcatcagc gcgagaagat 420 

cctaaatgag attgagctgc accgagacct gcagcaccgc cacatcgtgc gtttttcgca 480 

ccactttgag gacgctgaca acatctacat tttcttggag ctctgcagcc gaaagtccct 54 0 

ggcccacatc tggaaggccc ggcacaccct gttggagcca gaagtgcgct actacctgcg 600 

gcagatcctt tctggcctca agtacttgca ccagcgcggc atcttgcacc gggacctcaa 660 

gttgggaaat tttttcatca ctgagaacat ggaactgaag gtgggggatt ttgggctggc 720 

agcccggttg gagcctccgg agcagaggaa gaagaccatc tgtggcaccc ccaactatgt 780 

ggctccagaa gtgctgctga gacagggcca cggccctgag gcggatgtat ggtcactggg 84 0 

ctgtgtcatg tacacgctgc tctgcgggag ccctcccttt gagacggctg acctgaagga 900 

gacgtaccgc tgcatcaagc aggttcacta cacgctgcct gccagcctct cactgcctgc 960 

ccggcagctc ctggccgcca tccttcgggc ctcaccccga gaccgcccct ctattgacca 1020 

gatcctgcgc catgacttct ttaccaaggg ctacaccccc gatcgactcc ctatcagcag 1080 

ctgcgtgaca gtcccagacc tgacaccccc caacccagct aggagtctgt ttgccaaagt 1140 

taccaagagc ctctttggca gaaagaagaa gagtaagaat catgcccagg agagggatga 12 00 

ggtctccggt ttggtgagcg gcctcatgcg cacatccgtt ggccatcagg atgccaggcc 1260 

agaggctcca gcagcttctg gcccagcccc tgtcagcctg gtagagacag cacctgaaga 1320 

cagctcaccc cgtgggacac tggcaagcag tggagatgga tttgaagaag gtctgactgt 1380 

ggccacagta gtggagtcag ccctttgtgc tctgagaaat tgtatagcct tcatgccccc 144 0 

agcggaacag aacccggccc ccctggccca gccagagcct ctggtgtggg tcagcaagtg 1500 

ggttgactac tccaataagt tcggctttgg gtatcaactg tccagccgcc gtgtggctgt 1560 

gctcttcaac gatggcacac atatggccct gtcggccaac agaaagactg tgcactacaa 162 0 

tcccaccagc acaaagcact tctccttctc cgtgggtgct gtgccccggg ccctgcagcc 1680 

tcagctgggt atcctgcggt acttcgcctc ctacatggag cagcacctca tgaagggtgg 174 0 

agatctgccc agtgtggaag aggtagaggt acctgctccg cccttgctgc tgcagtgggt 1800 

caagacggat caggctctcc tcatgctgtt tagtgatggc actgtccagg tgaacttcta 1860 

cggggaccac accaagctga ttctcagtgg ctgggagccc ctccttgtga cttttgtggc 1920 

ccgaaatcgt agtgcttgta cttacctcgc ttcccacctt cggcagctgg gctgctctcc 1980 

agacctgcgg cagcgactcc gctatgctct gcgcctgctc cgggaccgca gcccagccta 2040 

ggacccaagc cctgaggcct gaggcctgtg cctgtcaggc tctggccctt gcctttgtgg 2100 
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LLLittyy uy 








cty y y da uu-ciy 


9 t fin 

J. O U 


ggaccagctt 


tactggagtt 


gggggcggct 


tgtcttcgct 


ggctcctacc 


ccatctccaa 


2220 


gataagcctg 


agccttagct 


cccagctagg 


gggcgttatt 


tatggaccac 


ttttatttat 


2280 


tgtcagacac 


ttatttattg 


ggatgtgagc 


cccagggggg 


cctcctccta 


ggataataaa 


2340 


caattttgca 


gaattggaaa 


aaaaaaaaa 








2369 



<210> 21 

<211> 2381 

<212> DNA 

<213> Homo sapiens 

<400> 21 



gggccccagg 


gactgagcag 


cagaaggagt 


agcagctaca 


cggcttccct 


cagcctcgga 


60 


caacctgcca 


cgtcctgccc 


catcgatctc 


ccctgatctg 


cccagcactt 


ccccattcat 


120 


caggcgcctc 


aatactcgag 


ctttaatagc 


cggcaccccg 


cactatggct 


caagtggccg 


180 


gtaagaaact 


gactgtggcc 


ccagaggccg 


ctaaaccccc 


aggaattccc 


gggagctcct 


240 


cggccgtcaa 


agagatccca 


gagattctag 


tggatccccg 


aacccggagg 


cgatacctga 


300 


gaggtcgatt 


cctgggcaaa 


ggtggattcg 


ccaagtgcta 


cgagatcacc 


gacctggaga 


360 


gccgggaggt 


atttgctggg 


aagattgtgc 


ccaagaccat 


gttgctcaag 


ccccaccaga 


420 


aggataagat 


gaccatggag 


atcgccatcc 


agcgcagcct 


ggaccaccgg 


catgtcgtgg 


480 


gcttccatgg 


cttctttgag 


gacaatgact 


tcgtgtatgt 


ggtactggag 


ctgtgcagga 


540 


ggaggtctct 


gttggagctg 


cacaagagga 


gaaaagcggt 


tacagagcca 


gaagctcgct 


600 


actatttgaa 


acagaccatt 


tcgggatgtc 


agtatctcca 


tagcaaccga 


gtcattcaca 


660 


gagacctcaa 


gctcggaaac 


ttgttcctta 


atgatgaaat 


ggaggtcaaa 


ataggtgact 


720 


ttgggctggc 


aaccaaagtg 


gaatatgatg 


gcgagcgcaa 


aaagaccctc 


tgtggcactc 


780 


caaactacat 


tgcacctgag 


gtgttgggca 


agaagggcca 


cagttttgaa 


gtggacatat 


840 


ggtcaatagg 


atgcatcatg 


tacacactgc 


tggtggggaa 


acctcccttt 


gagacatcat 


900 


gcctgaaaga 


aacctacatg 


agaattaaaa 


agaatgaata 


ctccatcccc 


aagcacatta 


960 


accctgtggc 


agcagcactt 


atacagaaga 


tgctccgttc 


tgacccaacc 


tcaaggccca 


1020 


caatagacga 


cttgctgaat 


gacgagttct 


ttacttctgg 


ctacattcct 


tcccggctcc 


1080 


ccacaacctg 


cttaactgtg 


cccccaaggt 


tttccattgc 


gcccagcact 


attgatcaaa 


1140 


gcttaaggaa 


gccacttact 


gcaattaata 


aagggcaaga 


ctctccactg 


gttgaaaagc 


1200 
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ac^e^t~e^ere't~eT , 


t" crr , 3 3^ crcra 3 


era cr era era t~ err* 
ydyydyd^-y^ 


a cre*a err* e'er era 


ert* t - r , a err era cr 
y L- v^v^cLv^yyciy 


e , r , t"cre'acrat" t~ 
u v uy \* c*y ql, u 


1260 


c^t~t■*afe , t"at"^ , 


t" era era t~ err* t~ e* 
L-yctycxi— yv— 


e*aere , acre*t"era 
cxy Lay \_ v-y d 


c a t* cr t" t" t" era a 


t"cre*aert _ r , aaer 
uy ucty uuctciy 


e t e , t* t - r*t" era era 


1320 


rran , <TTr , t~t~at~ 
yayuyLLLctL 


uuy u uctcty cty 


y ctcty u u> y dy y 


ctuuuyyuctuu 


ra1"hereat"a 

UctUUUUUCtUCl 


t~ t" c f~ erna t* r*a 
u uu. uy y ct u uct 


1380 


yCaaatyyy l 


ygactaCtCy 


yacaaacacy 


yau uctyycAuct 


ccdyL-ty uy u 


rra f~ a a r*afTt~fT 
y ct uctctu-cty uy 


X *± 1 \J 


taggggugcu 


CLtcaaLyac 


LCCdOdcyy l 


uy ct Ldd uy Ucl 


udduy duy y d 


y ctucty ttLyu 


x j y u 




/-r /-I ^5 ~i ^1 *3 f" 

ycyyaacaat 


dCdyddLCCL 


ctU-U uuctctuy U 


yuyuuuuuctu 


ppharhapph 
uuuctuuctuu u 


J — ? 0 w 


Uddu Ladaaa 




U Uy Ctcty LctLL 


fparraaarfa 
u ucty ctctctu uct 


r , at~rrarrt~rTafT 
uct u y ay y ciy 


rarrt"aht" era 

U-Glv*U» LCL L. 1— y CI 


1620 




^aci>wCiL.y ci ^ u 


rT'TT'crcrcracrcr 
^-vt^yyy cty y 


crt"crat"craar , t _ 


ggctcgtctc 


cccttcttgc 


1680 


yt,ciL.uuyy 


/TTTfra f^a car* 


cty d u ud 




gagcaatgga 


actgttcaga 


1740 


t caac t t ct t 


ccaggaucac 


accaayacaa 


♦~ /~< /~< rr t~ rr (~* 

Lccty tyuuu 


ccttatggct 


gcggtgtcct 


-L O \J \J 


acatagatga 


aaagcgtgag 


ucccgcacg u 


cicaciy c cycty 


cctgattcaa gaatttggct 


X O O \J 


gctgcaaaga 


gc t egcaage 


CyCCCCCyyC 


aprrpaprrna (~* 

dcycdcycdc 


aatggtggag 


aaacttcaga 


192 0 


gC tCdday UC 


dyecy l uy ud 


Uduy L-ctctctyy 


uu.uuyyucti-.ct 


gccggccaag 


caaactatgg 


1980 


r% \- s-\ a 

accccccaya 




LaLt-ULuyyy 


u u u uy y ciciy 


cacaagacct 


tgtttcaagt 


2040 


ccuaggagca 


cccy lclucl 


LaaU L. u uctctg 


rrrraarrphrra 
u uy ctcty u uy ct 


catgttctag 


ggtgagatgg 


2100 


u ucgu caagc 


u ugecaagae 


uy Uctu.cty uctu 


t~ r^rrerrt' era r*rr 
uu.yuy uyct»_y 


tttccataaa 


aatatatctt 


2160 


aagtgccact 


cgttgcgtct 


gggtaatcat 


ggatatgtga 


tgtagatacc 


tgctgggctc 


2220 


tgtatgaacc 


tgtgtcctcc 


tgtttttctc 


tgtcaacgtt 


gtctggtttt 


taatgtaaaa 


2280 


atataatctt 


taatactttt 


gtatattatc 


agattaaagt 


tctttgtata gccgtggaaa 


2340 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaactcga 


g 
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<210> 22 

<211> 2379 

<212> DNA 

<213> Homo sapiens 

<400> 22 

egaaaeggge acaccaattc agetgacget tcacgtccaa ttcattttgg catttaaaaa 60 

ategaaeggt ttcggcgcgt tctccgcttt gtgcttggtt ttcgtgcatt cgatgggcaa 120 

aaccgagatt tgatcgccgc ttctcttgtc aaccgtgtgg atctgatctc cgtttccgag 180 

gcactttcag ccgatcgccg gtggaattat aggctcagaa cgaggagtat cgccgcaaaa 24 0 

ctccaggcga acgcaaacgc aaaaggggca gtccgtagta aagaagaaag gagagcaaga 3 00 
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4- ft ft p* pi pr p* pt a a 

u y y c c y c y da 


ptpi ft p»pt a fx fx a 4~ 

yuLLgaggac 


aagagcaegg 


auau uccgga 


t cgcctcgtc 


gacaucaacc 


JbU 


a rrprrna a a a /"* 
dy y dctdctu 


n^afaarfprrn 


duycyyuuee 


4- f*ftftf* a -j rtrtrt 

ucyy cddggg 


ft ft ft ft ^~ 4~ 4~ ft ft s 

cyy y u u ugca 


s s s 4~ /^r ^ a pt pr 

aaaugu uacg 


a 0 r\ 
ft ^ u 


ciy d u Cd u cy a. 


4- pr 4- ft ft a a a p« p» 

uyuyydddcc 


y dcy dcy uc u 


4~ y^i /^f f*ftftf* S S 

ucy ccy yedd 


ydLcy LdLCC 


S S PT S S PTP» 4~ PT S 

aagaagcuga 


a q n 

*i C5 U 


hrrai*raaar i a 
LyaL^adct^a 


p« a at - p« pt a a pr 
u eta LLay aoy 


fTacraafra r^r^rr 

y dy ddy du uy 


cccdy y dy du 


aap*^a t - 4~ p« 3 p< 
ddC UdUUCdC 


piprpia pr p« p* 4~ 4~ a 

cy cdy ecu ud 


Oft u 


a pt p* a f- pprraa 


p« a t~ t~ pr t~ paarr 
LdLLy CLddy 


hhhpapaapf" 
UUUCdCddCU 


apf't'trraarra 
dCULLyddyd 


4™ 4™ f*fXf* a /T ^5 n 4* 

u ucycayaau 


-a 4" f* 4~ artaff pt 

aucuacauug 


c n n 


4— ft f* 4~ ft ft S PT Pt 4~ 

uycuyyayeu 


pr 4~ fx f* a a pt ^ r3 

y L.y Cddy ddd 


dyaCCCdty d 


^ ft ft ft ft 4~ /-i *a 

uggagc ugca 


^ ?i ?i /^l /T 4— ft fx 

caaacguagg 


— 4 — \ fr ft -3 t- 4" 3 

aaaagcac ua 


bbU 


pprpr a Pr f~ t- p»pr a 

cyyay u ucya 


a 4~ fXC^ ft ft pi +~ a PI 

dLyccyctac 


UdCdUUUdCC 


s rr s^ss4"/™»/^s 

aya udducca 


fx ft fx ft fx 4* 4— ^ ft 

gggcguuaag 


4— ^ pi 4~ 4~~ pr ft a ft ft 

uac uugcacg 




at~aar , r , rrr»at" 
Ct UddC Uy Cd U 


t~ a t~ r* a t~ p'rra 
UdL.CCdL.cyd 


y d uc uy ddy u 


uy y y edd uc u 


p»4-4-p»p»4-p«aTjp» 

c u u c c u eddc 


pra4~+~t _ prt"i - prp' 
yduuuy uuyc 




a f'fr^O'aarTa t™ 
auy uyaayau 


uyyyyduuuu 


yyy uuyyuud 


ft ft ft ft ft a 4- 4- 

uyuyuduuyct 


ft 4- a 1~ pr a crctcir* 
y ud i*ydy y y u 


pr 3 prp«pra a a a a 
y dy uy dddda 


O *± V 


ay»v»w utaL.y 


^yy aa ^y u u u 


cxdu La La tdy 


u u uuy y ay a u 


uu u uauuaay 


a a rrrrrrrr'a p* 4~ 
ddy y y uuau u 


^ \J 


pi pi 4- 4- pna rrpr t" 

tcu cey dy y u 


yydcducuyy 


ucyduuyycu 


(Trrr t* c* a f* rr 4- a 

ycyucduyud 


papaptrrpt" 4~ 
CdCdCUyCUU 


pr4- PTPTPTP'P'a PTP» 

y ey y y ccdy c 




/<-i /T /""i /~i /-r 4" 4™ P* PT S 

egcegu ucga 


5 a pr pi 4— 

aaccaagac u 


^ /~«f ^ 4" o 

CLgaaggaLa 


f*fx 4" a /"^ 4~ f* ft a s 

eg uac ucy aa 


s s 4~ pi s s pt a a pr 

aa ucaagaag 


4— pr ft ft a pr 4~ a pi pi 

uy cgag udec 


1UZU 


^O^f* PT PI p» P< 4"T 

ycy tgeccay 


p* t~ a p* 4~ t" a a ft ft 

cuaceuaagg 


aaaceggegy 


prrrra 4~ a t-nrrt" 

cyydud uyy u 


p»a +~ p«PTP'P , a 4~ pr 

cducyccduy 


phrrparrppaa 
uuy udy u udd 


X u 0 u 


4- pt f*ftfx a pt a Pr 

acceggagag 


p» f*rx f* p» ft ptpt c* a 

ccycccyycd 


du cyy ccdyc 


eye uyddcu u 


4- fr -3 /t 4— ^ /-•/—« 4~ p* 

uy dy u ucc uc 


a a ptptpt p* t~ p* a a 

ddy y y c u edd 




2 rrrrt" fr pi p» p* a f* 

dy y LyLLCctL 


pr 4- 4- /-i 4- 4- it pi P 1 pi 

yuL.cuL.yccc 


dycucuuyuc 


4- ct - a paa 4- rr r*» 

uy dedduy y c 


rt ft ft ft ft fr \- a 4~ p< 

yecyey uduc 


y y Udy uddcy 




a p* a p* p» a 4~ p»fra 


pr pra t~ 4~ pipr a 4~ pr 

yyduucyduy 


CdCCy Cddy c 


f< -3 pi- i^a 4- pr pt a 

edeuyduyyd 


pr a 4~ pr a a> p> prprp' 

y duy ddcy y c 


ducdy y cccy 




dCy dCdCuCy 


ucuggagucg 


dCCUUCCUCd 


a ft ft ft ft "3^4* /-1 4~ 

ay y ccaaucu 


ptpi a prr a prrp p« 

ycacydcycc 


a 4~ 4~ a p* p< (~* pt 4~ 

duudecycyu 


1 J ^ V 


/-» 3 PTPipTpta PTPT 

cagcycayyt 


yuyccyccdc 


dy cy dy y dc u 


a t~ p'prp'aprp'praj 

d ucy cdy cy d 


4- a t~ p<pra pr a pr p* 
ud uuy dy ay u 


uuy uauuayu 


1 7 fiO 

X J O v 


-a .^f pi4-piapi4~aa 
ayCCCoCLaa 


4*pf"t"aHr | aap 
UC UUdUCddC 


ft ft aa3 ft C* f (T ^ 

yydddyceye 


ftaa 4~ 4~ p« 4- prp* a 

y ddu uc uy cd 


a prrrr'aa a t~ p* t~ pt 

dy y edd uc uy 


prprp'pra rn a pra 
y y cy dcy dy d 


144 0 

X*± 1 v 


aLaLayaULL 


uy cdy cy cdy 


/-r /-« 4- 4- 4- f* 4- 

cuycuuuuuu 


pf pta t~aa f~ ppaa 
yydUduuudd 


pr 4- fTPTPrt" t" pra p* 
y *-*yyy uuyau 


t - Ai p>a rr rfia r«a 
uauay uyaua 


15 00 

-L -J \J V 


agtaeggatt 


uygu uaccay 


z^t ^ fx f*ft a 4~ /t 

cuyuycyduy 


a ft ft ft f 4™ ft ft ft 

dyyy cducy y 


p« pr 4" Pr a 4~ 4~ 4~ p» 

cyuyduyuuc 


a a p" pra p> a 0 p> a 
ddcy dCdCCd 


1 RfiO 
x 0 0 W 


p» a a a ptpi 4~ pt a t~ 

CaadyCtyat 


ccuycuyccy 


aahparraf"pa 
ddUCdy d UCd 


aprrfapapt"t" 
dCyUdudCUU 


p*a +* p» pr 3 paarr 
CdUCydCddy 


pra f- prpr pi a a rrn 

y d uyy eddy y 


X O \J 


agaegtacat 


gaccaccacg 


gau uac ugca 


aguege u uga 


caagaagaug 


0 a ft ft t~ ft f* ^ pr t~ 

ddyL uyc uy u 


1 con 
X D 0 U 


cgtactttaa 


gcgctacatg 


atcgagcacc 


tggtgaaggc 


aggtgecaac 


aatgtgaaca 


i *7 a n 


ttgagagega 


tcaaatctcg 


cgtatgcccc 


atttacactc 


ctggttccgt 


acaacatgtg 


1800 


ccgtagttat 


gcatttgacc 


aacggttctg 


tgcagctaaa 


cttctcagat 


cacatgaagc 


1860 


tcatcctctg 


cccgcgcatg 


agtgctataa 


cctatatgga 


ccaggagaag 


aacttccgca 


1920 


cctaccgatt 


ttcgaccatt 


gtggagaacg 


gcgtgtctaa 


agacttgtac 


cagaagatcc 


1980 
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gatatgccca ggagaaactt 


aggaaaatgc 


tggagaagat 


gttcacataa 


gcgtagccag 


2040 


cccaactatc 


attataaggc 


cgaatgttag 


tttaacgtaa 


ttcacgaatg 


ccctggccaa 


2100 


cttcatttat 


agcccagaaa 


gtatcctcct 


ctcccatcat 


cttttaaaat 


tgtagttccc 


2160 


gttcaaattg 


atttgttcga 


tgtttataga 


atttatttgt 


ttttgcccct 


tccccttcat 


2220 


atcgaaaata 


ctgcttaagt 


tatattcatc 


gtcagtgttg 


ggcctccctc 


aaaagtaatt 


2280 


taatatatct 


gtttaatggt 


tttcgtacac 


gatccgatca 


cttaatgcat 


tttaaagaga 


2340 


tcaaattaaa 


tgtttaaact 


aaaaaaaaaa 


aaaaaaaaa 






2379 



<210> 23 

<211> 2629 

<212> DNA 

<213> Drosophila melanogaster 

<400> 23 



agccagcgaa 


acgggcacac 


caat tcagct 


gacgcttcac 


gtccaattca 


ttttggcatt 


D U 


taaaaaatcg 


aacggtttcg 


gcgcgttctc 


cgccccgcgc 


ttggttttcg 


tgcattcgat 


TOO 


gggcaaaacc 


gaganc ugau 


cgccgcccc u 


c l cgccaacc 


gtgtggatct 


gatctccgtt 


ion 


tccgaggcac 


tttcagccga 


tcgccggtgg 


aattataggc 


tcagaacgag 


gagtatcgcc 


Z <± u 


gcaaaactcc 


aggcgaacgc 


aaacgcaaaa 


ggggcagtcc 


gtagtaaaga agaaaggaga 


300 


gcaagatggc 


cgcgaagccc 


gaggataaga 


gcacggatat 


tccggatcgc 


ctcgtcgaca 


360 


tcaaccagcg 


gaaaacctac 


aagcgcatgc 


ggttcttcgg 


caagggcggg 


tttgcaaaat 


420 


gttacgagat 


catcgatgtg 


gaaaccgacg 


acgtcttcgc 


cggcaagatc 


gtatccaaga 


480 


agctgatgat 


caaacacaat 


cagaaggaga 


agaccgccca 


ggagataact 


attcaccgca 


540 


gccttaacca 


tccgaacatt 


gtcaagtttc 


acaactactt 


tgaagattcg 


cagaatatct 


600 


acattgtgct 


ggagctgtgc 


aagaaaagat 


ccatgatgga 


gctgcacaaa 


cgtaggaaaa 


660 


gcattacgga 


gttcgaatgc 


cgctactaca 


tttaccagat 


aatccagggc 


gttaagtact 


720 


tgcacgataa 


ccgcattatc 


catcgagatc 


tgaagctggg 


caatctcttc 


ctcaacgatt 


780 


tgttgcacgt 


gaagatcggg 


gatttcgggt 


tggccacgcg 


cattgagtat 


gagggcgagc 


840 


gaaaaaagac 


cttatgcgga 


acgcccaact 


atatagcccc 


ggagatcctc 


accaagaagg 


900 


gccactcctt 


cgaggtggac 


atctggtcga 


ttggctgcgt 


catgtacaca 


ctgcttgtgg 


960 


gccagccgcc 


gttcgaaacc 


aagactctga 


aggatacgta 


ctcgaaaatc 


aagaagtgcg 


1020 


agtaccgcgt 


gcccagctac 


ttaaggaaac 


cggcggcgga 


tatggtcatc 


gccatgctgc 


1080 
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agccaaatcc 


ggagagccgc 


ccggcaattg 


gtcagctgct 


gaactttgag 


ttcctcaagg 


1140 


gctcaaaggt 


gcccatgttc 


ttgcccagct 


cttgtctgac 


aatggcgccg 


cgtatcggca 


1200 


gcaacgacac 


catcgaggat 


tcgatgcacc 


gcaagccact 


gatggagatg 


aacggcatca 


1260 


ggcccgacga 


cactcgtctg 


gagtcgacct 


tcctcaaggc 


caatctgcac 


gacgccatta 


1320 


ccgcgtcagc 


gcaggtgtgc 


cgccacagcg 


aggactatcg 


cagcgatatc 


gagagcctgt 


1380 


accagcagct 


cactaatctt 


atcaacggaa 


agccgcgaat 


tctgcaaggc 


aatctgggcg 


1440 


acgagaacac 


agatcctgca 


gcgcagccgc 


tcttctggat 


atccaagtgg 


gttgactaca 


1500 


gcgacaagta 


cggatttggt 


taccagctgt 


gcgatgaggg 


catcggcgtg 


atgttcaacg 


1560 


acaccacaaa 


gctgatcctg 


ctgccgaatc 


agatcaacgt 


acacttcatc 


gacaaggatg 


1620 


gcaaggagac 


gtacatgacc 


accacggatt 


actgcaagtc 


gcttgacaag 


aagatgaagc 


1680 


tgctgtcgta 


ctttaagcgc 


tacatgatcg 


agcacctggt 


gaaggcaggt 


gccaacaatg 


1740 


tgaacattga 


gagcgatcaa 


atctcgcgta 


tgccccattt 


acactcctgg 


ttccgtacaa 


1800 


catgtgccgt 


agttatgcat 


ttgaccaacg gttctgtgca 


gctaaacttc 


tcagatcaca 


1860 


tgaagctcat 


cctctgcccg 


cgcatgagtg 


ctataaccta 


tatggaccag 


gagaagaact 


1920 


tccgcaccta 


ccgattttcg 


accattgtgg 


agaacggcgt 


gtctaaagac 


ttgtaccaga 


1980 


agatccgata 


tgcccaggag 


aaacttagga aaatgctgga 


gaagatgttc 


acataagcgt 


2040 


agccagccca 


actatcatta 


taaggccgaa 


tgttagttta 


acgtaattca 


cgaatgccct 


2100 


ggccaacttc 


atttatagcc 


cagaaagtat 


cctcctctcc 


catcatcttt 


taaaattgta 


2160 


gttcccgttc 


aaattgattt 


gttcgatgtt 


tatagaattt 


atttgttttt 


gccccttccc 


2220 


cttcatatcg 


aaaatactgc 


ttaagttata 


ttcatcgtca 


gtgttgggcc 


tccctcaaaa 


2280 


gtaatttaat 


atatctgttt 


aatggttttc 


gtacacgatc 


cgatcactta 


atgcatttta 


2340 


aagagatcaa 


attaaatgtt 


taaactaagc 


aaacgtgttt 


cgaaatgcct 


atattcaccg 


2400 


aggtgactga 


taacaaaatt 


ttaatgctgg 


atacattata 


aaagtaatag 


tgtaatattg 


2460 


tgcgttcgta 


gtgcgctata 


gcgccattta 


aaataataca 


taagttacaa 


tactgctgca 


2520 


aagtgtttaa 


gtgtacaagt 


atattcaact 


ttggccagaa 


atatctgtag 


ctataggata 


2580 


caatatgtaa 


atgcttttga 


actaaaagcg 


aatatatata 


aaatttaat 




2629 



<210> 24 

<211> 603 

<212> PRT 

<213> Homo sapiens 



96 



<400> 24 



Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 



Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 
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Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr He Pro Ala Arg Leu Pro He Thr Cys Leu Thr 
305 310 315 320 



He Pro Pro Arg Phe Ser He Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 



Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 



Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys He Pro He Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu He Leu Tyr Asn Asp Gly 
435 440 445 
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Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr He Asp Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 


25 


<211> 


603 


<212> 


PRT 


<213> 


Mus 


<400> 


25 



Met Asn Ala Ala Ala Lys Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
1 5 10 15 



Leu Gly Lys Gly Gly Val Pro Gly Asp Ala Val Pro Gly Ala Pro Val 
20 25 30 



Ala Ala Pro Leu Ala Lys Glu He Pro Glu Val Leu Val Asp Pro Arg 
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35 



40 



45 



Ser Arg Arg Gin Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Lys Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Asp Phe Phe Glu Asp Ser Asp Phe Val Phe Val 
115 ** 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 ' 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Gin Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Glu Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



100 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie His Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Ser 
325 330 335 



Arg Lys Pro Leu Lys Val Leu Asn Lys Gly Val Glu Asn Pro Leu Pro 
340 345 350 



Asp Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Asn Glu 
355 360 365 



Ala lie Glu Cys His Leu Ser Asp Leu Leu Gin Gin Leu Thr Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Asn 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 
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lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Thr Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr lie Asn Glu Lys Arg Asp Phe Gin 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 26 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3).. (6) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

< 2 2 1 > MI SC__FEATURE 
<222> (9) . . (12) 

<223> Xaa = any amino acid 

<400> 26 

Met Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 
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<210> 27 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MIS COFEATURE 

<222> (3) . . (6) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MIS C_FE ATUR E 

<222> (9) . . (12) 

<22 3> Xaa = any amino acid 

<400> 27 

Met Ala Xaa Xaa Xaa Xaa Ser Pro Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 



<210> 28 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MI SC_FEATURE 

<222> (3) . . (6) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (8).. (8) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa = any amino acid 



<400> 28 
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Met Ala Xaa Xaa Xaa Xaa Ser Thr Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 



<210> 29 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MI S C_FEATURE 

<222> (3) . /(6) 

<22 3> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MIS C_FE ATURE 

<222> (9).. (12) 

<223> Xaa = any amino acid 

<400> 29 

Met Ala Xaa Xaa Xaa Xaa Ser Ser Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 



<210> 30 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (7) . . (10) 
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<223> Xaa can be any naturally occurring amino acid 



<220> 

<221> misc_f eature 
<222> (13) . . (16) 

<223> Xaa can be any naturally occurring amino acid 
<400> 30 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 31 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> mi sc_f eature 

<222> (1) . . (1) 

<22 3> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally 
<220> 

< 2 2 1 > mis c_f eature 
<222> (7) . . (10) 

<223> Xaa can be any naturally 

<220> 

< 2 2 1 > mis cofeature 
<222> (13) . . (16) 

<223> Xaa can be any naturally 

<400> 31 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa 

1 5 



Ala Lys Lys Lys 
20 



occurring amino acid 



occurring amino acid 



occurring amino acid 



occurring amino acid 



Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa 
10 15 



<210> 32 
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<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc__f eature 

<222> (1) . . (1) 

<223> Xaa can be any naturally 
<220> 

< 2 2 1 > mi sc_f eature 
<222> (3).. (3) 

<223> Xaa can be any naturally 
<220> 

< 2 2 1 > mis c_f ea ture 
<222> (7) . . (10) 

<223> Xaa can be any naturally 

<220> 

<221> misc_feature 

<222> (12) . . (16) 

<223> Xaa can be any naturally 

<400> 32 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa 

1 5 



occurring amino acid 



occurring amino acid 



occurring amino acid 



occurring amino acid 



Xaa Xaa Thr Xaa Xaa Xaa Xaa Xaa 
10 15 



Ala Lys Lys Lys 
20 



<210> 33 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally occurring amino acid 
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<220> 

<221> misc_f eature 
<222> (7) . . (10) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (12) . . (16) 

<223> Xaa can be any naturally occurring amino acid 
<400> 33 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 34 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 34 

Met Ala Gly Pro Met Gin Ser Thr 
1 5 



Pro Leu Asn Gly Ala Lys Lys 
10 15 



<210> 35 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

< 2 2 1 > mi sc_f eature 

<222> (7) . . (11) 

<223> Xaa can be any naturally occurring amino acid 
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<220> 

<221> misc_f eature 
<222> (13) . . (16) 

<223> Xaa can be any naturally occurring amino acid 
<400> 35 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 36 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (1)..(1) 

<223> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (7) . . (10) 

<223> Xaa can be any naturally 

<220> 

< 2 2 1 > mi s c_f eature 

<222> (12) . . (16) 

<223> Xaa can be any naturally 

<400> 36 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa 

1 5 



occurring amino acid 



occurring amino acid 



occurring amino acid 



occurring amino acid 



Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
10 15 



Ala Lys Lys Lys 
20 



<210> 
<211> 



37 

2089 
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<212> PRT 

<213> Homo sapiens 



<400> 37 

Met Glu Asp Thr Gin Ala lie Asp Trp Asp Val Glu Glu Glu Glu Glu 
15 10 15 



Thr Glu Gin Ser Ser Glu Ser Leu Arg Cys Asn Val Glu Pro Val Gly 
20 25 30 



Arg Leu His lie Phe Ser Gly Ala His Gly Pro Glu Lys Asp Phe Pro 
35 40 45 



Leu His Leu Gly Lys Asn Val Val Gly Arg Met Pro Asp Cys Ser Val 
50 55 60 



Ala Leu Pro Phe Pro Ser lie Ser Lys Gin His Ala Glu lie Glu lie 
65 70 75 80 



Leu Ala Trp Asp Lys Ala Pro lie Leu Arg Asp Cys Gly Ser Leu Asn 
85 90 95 



Gly Thr Gin He Leu Arg Pro Pro Lys Val Leu Ser Pro Gly Val Ser 
100 105 110 



His Arg Leu Arg Asp Gin Glu Leu He Leu Phe Ala Asp Leu Leu Cys 
115 120 125 



Gin Tyr His Arg Leu Asp Val Ser Leu Pro Phe Val Ser Arg Gly Pro 
130 135 140 



Leu Thr Val Glu Glu Thr Pro Arg Val Gin Gly Glu Thr Gin Pro Gin 
145 150 155 160 



Arg Leu Leu Leu Ala Glu Asp Ser Glu Glu Glu Val Asp Phe Leu Ser 
165 170 175 



Glu Arg Arg Met Val Lys Lys Ser Arg Thr Thr Ser Ser Ser Val He 
180 185 190 



Val Pro Glu Ser Asp Glu Glu Gly His Ser Pro Val Leu Gly Gly Leu 
195 200 205 
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Gly Pro Pro Phe Ala Phe Asm Leu Asn Ser Asp Thr Asp Val Glu Glu 
210 215 220 



Gly Gin Gin Pro Ala Thr Glu Glu Ala Ser Ser Ala Ala Arg Arg Gly 
225 230 235 240 



Ala Thr Val Glu Ala Lys Gin Ser Glu Ala Glu Val Val Thr Glu lie 
245 250 255 



Gin Leu Glu Lys Asp Gin Pro Leu Val Lys Glu Arg Asp Asn Asp Thr 
260 265 270 



Lys Val Lys Arg Gly Ala Gly Asn Gly Val Val Pro Ala Gly Val He 
275 280 285 



Leu Glu Arg Ser Gin Pro Pro Gly Glu Asp Ser Asp Thr Asp Val Asp 
290 295 300 



Asp Asp Ser Arg Pro Pro Gly Arg Pro Ala Glu Val His Leu Glu Arg 
305 310 315 320 



Ala Gin Pro Phe Gly Phe He Asp Ser Asp Thr Asp Ala Glu Glu Glu 
325 330 335 



Arg He Pro Ala Thr Pro Val Val He Pro Met Lys Lys Arg Lys He 
340 345 350 



Phe His Gly Val Gly Thr Arg Gly Pro Gly Ala Pro Gly Leu Ala His 
355 360 365 



Leu Gin Glu Ser Gin Ala Gly Ser Asp Thr Asp Val Glu Glu Gly Lys 
370 375 380 



Ala Pro Gin Ala Val Pro Leu Glu Lys Ser Gin Ala Ser Met Val He 
385 390 395 400 



Asn Ser Asp Thr Asp Asp Glu Glu Glu Val Ser Ala Ala Leu Thr Leu 
405 410 415 



Ala His Leu Lys Glu Ser Gin Pro Ala He Trp Asn Arg Asp Ala Glu 
420 425 430 



Glu Asp Met Pro Gin Arg Val Val Leu Leu Gin Arg Ser Gin Thr Thr 
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435 



440 



445 



Thr Glu Arg Asp Ser Asp Thr Asp Val Glu Glu Glu Glu Leu Pro Val 
450 455 460 



Glu Asn Arg Glu Ala Val Leu Lys Asp His Thr Lys lie Arg Ala Leu 
465 470 475 480 



Val Arg Ala His Ser Glu Lys Asp Gin Pro Pro Phe Gly Asp Ser Asp 
485 490 495 



Asp Ser Val Glu Ala Asp Lys Ser Ser Pro Gly lie His Leu Glu Arg 
500 505 510 



Ser Gin Ala Ser Thr Thr Val Asp lie Asn Thr Gin Val Glu Lys Glu 
515 520 525 



Val Pro Pro Gly Ser Ala lie Met His lie Lys Lys His Gin Val Ser 
530 535 540 



Val Glu Gly Thr Asn Gin Thr Asp Val Lys Ala Val Gly Gly Pro Ala 
545 550 555 560 



Lys Leu Leu Val Val Ser Leu Glu Glu Ala Trp Pro Leu His Gly Asp 
565 570 575 



Cys Glu Thr Asp Ala Glu Glu Gly Thr Ser Leu Thr Ala Ser Val Val 
580 585 590 



Ala Asp Val Arg Lys Ser Gin Leu Pro Ala Glu Gly Asp Ala Gly Ala 
595 600 605 



Glu Trp Ala Ala Ala Val Leu Lys Gin Glu Arg Ala His Glu Val Gly 
610 615 620 



Ala Gin Gly Gly Pro Pro Val Ala Gin Val Glu Gin Asp Leu Pro lie 
625 630 635 640 



Ser Arg Glu Asn Leu Thr Asp Leu Val Val Asp Thr Asp Thr Leu Gly 
645 650 655 



Glu Ser Thr Gin Pro Gin Arg Glu Gly Ala Gin Val Pro Thr Gly Arg 
660 665 670 
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Glu Arg Glu Gin His Val Gly Gly Thr Lys Asp Ser Glu Asp Asn Tyr 
675 680 685 



Gly Asp Ser Glu Asp Leu Asp Leu Gin Ala Thr Gin Cys Phe Leu Glu 
690 695 700 



Asn Gin Gly Leu Glu Ala Val Gin Ser Met Glu Asp Glu Pro Thr Gin 
705 710 715 720 



Ala Phe Met Leu Thr Pro Pro Gin Glu Leu Gly Pro Ser His Cys Ser 
725 730 735 



Phe Gin Thr Thr Gly Thr Leu Asp Glu Pro Trp Glu Val Leu Ala Thr 
740 745 750 



Gin Pro Phe Cys Leu Arg Glu Ser Glu Asp Ser Glu Thr Gin Pro Phe 
755 760 765 



Asp Thr His Leu Glu Ala Tyr Gly Pro Cys Leu Ser Pro Pro Arg Ala 
770 775 780 



lie Pro Gly Asp Gin His Pro Glu Ser Pro Val His Thr Glu Pro Met 
785 790 795 800 



Gly He Gin Gly Arg Gly Arg Gin Thr Val Asp Lys Val Met Gly He 
805 810 815 



Pro Lys Glu Thr Ala Glu Arg Val Gly Pro Glu Arg Gly Pro Leu Glu 
820 825 830 



Arg Glu Thr Glu Lys Leu Leu Pro Glu Arg Gin Thr Asp Val Thr Gly 
835 840 845 



Glu Glu Glu Leu Thr Lys Gly Lys Gin Asp Arg Glu Gin Lys Gin Leu 
850 855 860 



Leu Ala Arg Asp Thr Gin Arg Gin Glu Ser Asp Lys Asn Gly Glu Ser 
865 870 875 880 



Ala Ser Pro Glu Arg Asp Arg Glu Ser Leu Lys Val Glu He Glu Thr 
885 890 895 
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Ser Glu Glu lie Gin Glu Lys Gin Val Gin Lys Gin Thr Leu Pro Ser 
900 905 910 



Lys Ala Phe Glu Arg Glu Val Glu Arg Pro Val Ala Asn Arg Glu Cys 
915 920 925 



Asp Pro Ala Glu Leu Glu Glu Lys Val Pro Lys Val lie Leu Glu Arg 
930 935 940 



Asp Thr Gin Arg Gly Glu Pro Glu Gly Gly Ser Gin Asp Gin Lys Gly 
945 950 955 960 



Gin Ala Ser Ser Pro Thr Pro Glu Pro Gly Val Gly Ala Gly Asp Leu 
965 970 975 



Pro Gly Pro Thr Ser Ala Pro Val Pro Ser Gly Ser Gin Ser Gly Gly 
980 985 990 



Arg Gly Ser Pro Val Ser Pro Arg Arg His Gin Lys Gly Leu Leu Asn 
995 1000 1005 



Cys Lys Met Pro Pro Ala Glu Lys Ala Ser Arg lie Arg Ala Ala 
1010 1015 1020 



Glu Lys Val Ser Arg Gly Asp Gin Glu Ser Pro Asp Ala Cys Leu 
1025 1030 1035 



Pro Pro Ala Val Pro Glu Ala Pro Ala Pro Pro Gin Lys Pro Leu 
1040 1045 1050 



Asn Ser Gin Ser Gin Lys His Leu Ala Pro Pro Pro Leu Leu Ser 
1055 1060 1065 



Pro Leu Leu Pro Ser lie Lys Pro Thr Val Arg Lys Thr Arg Gin 
1070 1075 1080 



Asp Gly Ser Gin Glu Ala Pro Glu Ala Pro Leu Ser Ser Glu Leu 
1085 1090 1095 



Glu Pro Phe His Pro Lys Pro Lys lie Arg Thr Arg Lys Ser Ser 
1100 1105 1110 
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Arg Met Thr Pro Phe Pro Ala Thr Ser Ala Ala Pro Glu Pro His 
1115 1120 1125 



Pro Ser Thr Ser Thr Ala Gin Pro Val Thr Pro Lys Pro Thr Ser 
1130 1135 1140 



Gin Ala Thr Arg Ser Arg Thr Asn Arg Ser Ser Val Lys Thr Pro 
1145 1150 1155 



Glu Pro Val Val Pro Thr Ala Pro Glu Leu Gin Pro Ser Thr Ser 
1160 1165 1170 



Thr Asp Gin Pro Val Thr Ser Glu Pro Thr Ser Gin Val Thr Arg 
1175 1180 1185 



Gly Arg Lys Ser Arg Ser Ser Val Lys Thr Pro Glu Thr Val Val 
1190 1195 1200 



Pro Thr Ala Leu Glu Leu Gin Pro Ser Thr Ser Thr Asp Arg Pro 
1205 1210 1215 



Val Thr Ser Glu Pro Thr Ser Gin Ala Thr Arg Gly Arg Lys Asn 
1220 1225 1230 



Arg Ser Ser Val Lys Thr Pro Glu Pro Val Val Pro Thr Ala Pro 
1235 1240 1245 



Glu Leu Gin Pro Ser Thr Ser Thr Asp Gin Pro Val Thr Ser Glu 
1250 1255 1260 



Pro Thr Tyr Gin Ala Thr Arg Gly Arg Lys Asn Arg Ser Ser Val 
1265 1270 1275 



Lys Thr Pro Glu Pro Val Val Pro Thr Ala Pro Glu Leu Arg Pro 
1280 1285 1290 



Ser Thr Ser Thr Asp Arg Pro Val Thr Pro Lys Pro Thr Ser Arg 
1295 1300 1305 



Thr Thr Arg Ser Arg Thr Asn Met Ser Ser Val Lys Thr Pro Glu 
1310 1315 1320 



Thr Val Val Pro Thr Ala Pro Glu Leu Gin lie Ser Thr Ser Thr 
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1325 



1330 



1335 



Asp Gin Pro Val Thr Pro Lys Pro Thr Ser Arg Thr Thr Arg Ser 
1340 1345 1350 . 



Arg Thr Asn Met Ser Ser Val Lys Asn Pro Glu Ser Thr Val Pro 
1355 1360 1365 



lie Ala Pro Glu Leu Pro Pro Ser Thr Ser Thr Glu Gin Pro Val 
1370 1375 1380 



Thr Pro Glu Pro Thr Ser Arg Ala Thr Arg Gly Arg Lys Asn Arg 
1385 1390 1395 



Ser Ser Gly Lys Thr Pro Glu Thr Leu Val Pro Thr Ala Pro Lys 
1400 1405 1410 



Leu Glu Pro Ser Thr Ser Thr Asp Gin Pro Val Thr Pro Glu Pro 
1415 1420 1425 



Thr Ser Gin Ala Thr Arg Gly Arg Thr Asn Arg Ser Ser Val Lys 
1430 1435 1440 



Thr Pro Glu Thr Val Val Pro Thr Ala Pro Glu Leu Gin Pro Ser 
1445 1450 1455 



Thr Ser Thr Asp Gin Pro Val Thr Pro Glu Pro Thr Ser Gin Ala 
1460 1465 1470 



Thr Arg Gly Arg Thr Asp Arg Ser Ser Val Lys Thr Pro Glu Thr 
1475 ~ 1480 1485 



Val Val Pro Thr Ala Pro Glu Leu Gin Ala Ser Ala Ser Thr Asp 
1490 1495 1500 



Gin Pro Val Thr Ser Glu Pro Thr Ser Arg Thr Thr Arg Gly Arg 
1505 1510 1515 



Lys Asn Arg Ser Ser Val Lys Thr Pro Glu Thr Val Val Pro Ala 
1520 1525 1530 



Ala Pro Glu Leu Gin Pro Pro Thr Ser Thr Asp Arg Pro Val Thr 
1535 1540 1545 
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Pro Glu Pro Thr Ser Arg Ala Thr Arg Gly Arg Thr Asn Arg Ser 
1550 1555 1560 



Ser Val Lys Thr Pro Glu Ser lie Val Pro lie Ala Pro Glu Leu 
1565 1570 1575 



Gin Pro Ser Thr Ser Arg Asn Gin Leu Val Thr Pro Glu Pro Thr 
1580 1585 1590 



Ser Arg Ala Thr Arg Cys Arg Thr Asn Arg Ser Ser Val Lys Thr 
1595 1600 1605 



Pro Glu Pro Val Val Pro Thr Ala Pro Glu Pro His Pro Thr Thr 
1610 1615 1620 



Ser Thr Asp Gin Pro Val Thr Pro Lys Leu Thr Ser Arg Ala Thr 
1625 1630 1635 



Arg Arg Lys Thr Asn Arg Ser Ser Val Lys Thr Pro Lys Pro Val 
1640 1645 1650 



Glu Pro Ala Ala Ser Asp Leu Glu Pro Phe Thr Pro Thr Asp Gin 
1655 1660 1665 



Ser Val Thr Pro Glu Ala He Ala Gin Gly Gly Gin Ser Lys Thr 
1670 1675 1680 



Leu Arg Ser Ser Thr Val Arg Ala Met Pro Val Pro Thr Thr Pro 
1685 1690 1695 



Glu Phe Gin Ser Pro Val Thr Thr Asp Gin Pro He Ser Pro Glu 
1700 1705 1710 



Pro He Thr Gin Pro Ser Cys He Lys Arg Gin Arg Ala Ala Gly 
1715 1720 1725 



Asn Pro Gly Ser Leu Ala Ala Pro He Asp His Lys Pro Cys Ser 
1730 1735 1740 



Ala Pro Leu Glu Pro Lys Ser Gin Ala Ser Arg Asn Gin Arg Trp 
1745 1750 1755 
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Gly Ala Val Arg Ala Ala Glu Ser Leu Thr Ala lie Pro Glu Pro 
1760 1765 1770 



Ala Ser Pro Gin Leu Leu Glu Thr Pro lie His Ala Ser Gin lie 
1775 1780 1785 



Gin Lys Val Glu Pro Ala Gly Arg Ser Arg Phe Thr Pro Glu Leu 
1790 1795 1800 



Gin Pro Lys Ala Ser Gin Ser Arg Lys Arg Ser Leu Ala Thr Met 
1805 1810 1815 



Asp Ser Pro Pro His Gin Lys Gin Pro Gin Arg Gly Glu Val Ser 
1820 1825 1830 



Gin Lys Thr Val lie lie Lys Glu Glu Glu Glu Asp Thr Ala Glu 
1835 1840 1845 



Lys Pro Gly Lys Glu Glu Asp Val Val Thr Pro Lys Pro Gly Lys 
1850 1855 1860 



Arg Lys Arg Asp Gin Ala Glu Glu Glu Pro Asn Arg lie Pro Ser 
1865 1870 1875 



Arg Ser Leu Arg Arg Thr Lys Leu Asn Gin Glu Ser Thr Ala Pro 
1880 1885 1890 



Lys Val Leu Phe Thr Gly Val Val Asp Ala Arg Gly Glu Arg Ala 
1895 1900 1905 



Val Leu Ala Leu Gly Gly Ser Leu Ala Gly Ser Ala Ala Glu Ala 
1910 1915 1920 



Ser His Leu Val Thr Asp Arg He Arg Arg Thr Val Lys Phe Leu 
1925 1930 1935 



Cys Ala Leu Gly Arg Gly He Pro He Leu Ser Leu Asp Trp Leu 
1940 1945 1950 



His Gin Ser Arg Lys Ala Gly Phe Phe Leu Pro Pro Asp Glu Tyr 
1955 1960 1965 
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Val Val Thr Asp Pro Glu Gin Glu Lys Asn Phe Gly Phe Ser Leu 
1970 1975 1980 



Gin Asp Ala Leu Ser Arg Ala Arg Glu Arg Arg Leu Leu Glu Gly 
1985 1990 1995 



Tyr Glu lie Tyr Val Thr Pro Gly Val Gin Pro Pro Pro Pro Gin 
2000 2005 2010 



Met Gly Glu lie lie Ser Cys Cys Gly Gly Thr Tyr Leu Pro Ser 
2015 2020 2025 



Met Pro Arg Ser Tyr Lys Pro Gin Arg Val Val lie Thr Cys Pro 
2030 2035 2040 



Gin Asp Phe Pro His Cys Ser lie Pro Leu Arg Val Gly Leu Pro 
2045 2050 2055 



Leu Leu Ser Pro Glu Phe Leu Leu Thr Gly Val Leu Lys Gin Glu 
2060 2065 2070 



Ala Lys Pro Glu Ala Phe Val Leu Ser Pro Leu Glu Met Ser Ser 
2075 2080 2085 



Thr 



<210> 38 

<211> 1972 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Asp Pro Thr Gly Ser Gin Leu Asp Ser Asp Phe Ser Gin Gin Asp 
15 10 15 



Thr Pro Cys Leu lie lie Glu Asp Ser Gin Pro Glu Ser Gin Val Leu 
20 25 30 



Glu Asp Asp Ser Gly Ser His Phe Ser Met Leu Ser Arg His Leu Pro 
35 40 45 



Asn Leu Gin Thr His Lys Glu Asn Pro Val Leu Asp Val Val Ser Asn 
50 55 60 
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Pro Glu Gin Thr Ala Gly Glu Glu Arg Gly Asp Gly Asn Ser Gly Phe 
65 70 75 80 



Asn Glu His Leu Lys Glu Asn Lys Val Ala Asp Pro Val Asp Ser Ser 
85 90 95 



Asn Leu Asp Thr Cys Gly Ser lie Ser Gin Val lie Glu Gin Leu Pro 
100 105 110 



Gin Pro Asn Arg Thr Ser Ser Val Leu Gly Met Ser Val Glu Ser Ala 
115 120 125 



Pro Ala Val Glu Glu Glu Lys Gly Glu Glu Leu Glu Gin Lys Glu Lys 
130 135 140 



Glu Lys Glu Glu Asp Thr Ser Gly Asn Thr Thr His Ser Leu Gly Ala 
145 150 155 160 



Glu Asp Thr Ala Ser Ser Gin Leu Gly Phe Gly Val Leu Glu Leu Ser 
165 170 175 



Gin Ser Gin Asp Val Glu Glu Asn Thr Val Pro Tyr Glu Val Asp Lys 
18.0 185 190 



Glu Gin Leu Gin Ser Val Thr Thr Asn Ser Gly Tyr Thr Arg Leu Ser 
195 200 205 



Asp Val Asp Ala Asn Thr Ala lie Lys His Glu Glu Gin Ser Asn Glu 
210 215 220 



Asp lie Pro lie Ala Glu Gin Ser Ser Lys Asp lie Pro Val Thr Ala 
225 230 235 240 



Gin Pro Ser Lys Asp Val His Val Val Lys Glu Gin Asn Pro Pro Pro 
245 250 255 



Ala Arg Ser Glu Asp Met Pro Phe Ser Pro Lys Ala Ser Val Ala Ala 
260 265 270 



Met Glu Ala Lys Glu Gin Leu Ser Ala Gin Glu Leu Met Glu Ser Gly 
275 280 285 
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Leu Gin lie Gin Lys Ser Pro Glu Pro Glu Val Leu Ser Thr Gin Glu 
290 295 300 



Asp Leu Phe Asp Gin Ser Asn Lys Thr Val Ser Ser Asp Gly Cys Ser 
305 310 315 320 



Thr Pro Ser Arg Glu Glu Gly Gly Cys Ser Leu Ala Ser Thr Pro Ala 
325 330 335 



Thr Thr Leu His Leu Leu Gin Leu Ser Gly Gin Arg Ser Leu Val Gin 
340 345 350 



Asp Ser Leu Ser Thr Asn Ser Ser Asp Leu Val Ala Pro Ser Pro Asp 
355 360 365 



Ala Phe Arg Ser Thr Pro Phe lie Val Pro Ser Ser Pro Thr Glu Gin 
370 375 380 



Glu Gly Arg Gin Asp Lys Pro Met Asp Thr Ser Val Leu Ser Glu Glu 
385 390 395 400 



Gly Gly Glu Pro Phe Gin Lys Lys Leu Gin Ser Gly Glu Pro Val Glu 
405 410 415 



Leu Glu Asn Pro Pro Leu Leu Pro Glu Ser Thr Val Ser Pro Gin Ala 
420 425 430 



Ser Thr Pro lie Ser Gin Ser Thr Pro Val Phe Pro Pro Gly Ser Leu 
435 440 445 



Pro lie Pro Ser Gin Pro Gin Phe Ser His Asp lie Phe lie Pro Ser 
450 455 460 



Pro Ser Leu Glu Glu Gin Ser Asn Asp Gly Lys Lys Asp Gly Asp Met 
465 470 475 480 



His Ser Ser Ser Leu Thr Val Glu Cys Ser Lys Thr Ser Glu lie Glu 
485 490 495 



Pro Lys Asn Ser Pro Glu Asp Leu Gly Leu Ser Leu Thr Gly Asp Ser 
500 505 510 
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Cys Lys Leu Met Leu Ser Thr Ser Glu Tyr Ser Gin Ser Pro Lys Met 
515 520 525 



Glu Ser Leu Ser Ser His Arg lie Asp Glu Asp Gly Glu Asn Thr Gin 
530 535 540 



lie Glu Asp Thr Glu Pro Met Ser Pro Val Leu Asn Ser Lys Phe Val 
545 550 555 560 



Pro Ala Glu Asn Asp Ser lie Leu Met Asn Pro Ala Gin Asp Gly Glu 
565 570 575 



Val Gin Leu Ser Gin Asn Asp Asp Lys Thr Lys Gly Asp Asp Thr Asp 
580 585 590 



Thr Arg Asp Asp lie Ser lie Leu Ala Thr Gly Cys Lys Gly Arg Glu 
595 600 605 



Glu Thr Val Ala Glu Asp Val Cys lie Asp Leu Thr Cys Asp Ser Gly 
610 615 620 



Ser Gin Ala Val Pro Ser Pro Ala Thr Arg Ser Glu Ala Leu Ser Ser 
625 630 635 640 



Val Leu Asp Gin Glu Glu Ala Met Glu lie Lys Glu His His Pro Glu 
645 650 655 



Glu Gly Ser Ser Gly Ser Glu Val Glu Glu He Pro Glu Thr Pro Cys 
660 665 670 



Glu Ser Gin Gly Glu Glu Leu Lys Glu Glu Asn Met Glu Ser Val Pro 
675 680 685 



Leu His Leu Ser Leu Thr Glu Thr Gin Ser Gin Gly Leu Cys Leu Gin 
690 695 700 



Lys Glu Met Pro Lys Lys Glu Cys Ser Glu Ala Met Glu Val Glu Thr 
705 710 715 720 



Ser Val He Ser He Asp Ser Pro Gin Lys Leu Ala He Leu Asp Gin 
725 730 735 



Glu Leu Glu His Lys Glu Gin Glu Ala Trp Glu Glu Ala Thr Ser Glu 
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740 



745 



750 



Asp Ser Ser Val Val lie Val Asp Val Lys Glu Pro Ser Pro Arg Val 
755 760 765 



Asp Val Ser Cys Glu Pro Leu Glu Gly Val Glu Lys Cys Ser Asp Ser 
770 775 780 



Gin Ser Trp Glu Asp lie Ala Pro Glu lie Glu Pro Cys Ala Glu Asn 
785 790 795 800 



Arg Leu Asp Thr Lys Glu Glu Lys Ser Val Glu Tyr Glu Gly Asp Leu 
805 810 815 



Lys Ser Gly Thr Ala Glu Thr Glu Pro Val Glu Gin Asp Ser Ser Gin 
820 825 830 



Pro Ser Leu Pro Leu Val Arg Ala Asp Asp Pro Leu Arg Leu Asp Gin 
835 840 845 



Glu Leu Gin Gin Pro Gin Thr Gin Glu Lys Thr Ser Asn Ser Leu Thr 
850 855 860 



Glu Asp Ser Lys Met Ala Asn Ala Lys Gin Leu Ser Ser Asp Ala Glu 
865 870 875 880 



Ala Gin Lys Leu Gly Lys Pro Ser Ala His Ala Ser Gin Ser Phe Cys 
885 890 895 



Glu Ser Ser Ser Glu Thr Pro Phe His Phe Thr Leu Pro Lys Glu Gly 
900 905 910 



Asp lie lie Pro Pro Leu Thr Gly Ala Thr Pro Pro Leu lie Gly His 
915 920 925 



Leu Lys Leu Glu Pro Lys Arg His Ser Thr Pro lie Gly lie Ser Asn 
930 935 940 



Tyr Pro Glu Ser Thr lie Ala Thr Ser Asp Val Met Ser Glu Ser Met 
945 950 955 960 



Val Glu Thr His Asp Pro lie Leu Gly Ser Gly Lys Gly Asp Ser Gly 
965 970 975 
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Ala Ala Pro Asp Val Asp Asp Lys Leu Cys Leu Arg Met Lys Leu Val 
980 985 990 



Ser Pro Glu Thr Glu Ala Ser Glu Glu Ser Leu Gin Phe Asn Leu Glu 
995 1000 1005 



Lys Pro Ala Thr Gly Glu Arg Lys Asn Gly Ser Thr Ala Val Ala 
1010 1015 1020 



Glu Ser Val Ala Ser Pro Gin Lys Thr Met Ser Val Leu Ser Cys 
1025 1030 1035 



lie Cys Glu Ala Arg Gin Glu Asn Glu Ala Arg Ser Glu Asp Pro 
1040 1045 1050 



Pro Thr Thr Pro lie Arg Gly Asn Leu Leu His Phe Pro Ser Ser 
1055 1060 1065 



Gin Gly Glu Glu Glu Lys Glu Lys Leu Glu Gly Asp His Thr lie 
1070 1075 1080 



Arg Gin Ser Gin Gin Pro Met Lys Pro lie Ser Pro Val Lys Asp 
1085 1090 1095 



Pro Val Ser Pro Ala Ser Gin Lys Met Val lie Gin Gly Pro Ser 
1100 1105 1110 



Ser Pro Gin Gly Glu Ala Met Val Thr Asp Val Leu Glu Asp Gin 
1115 1120 1125 



Lys Glu Gly Arg Ser Thr Asn Lys Glu Asn Pro Ser Lys Ala Leu 
1130 1135 1140 



lie Glu Arg Pro Ser Gin Asn Asn lie Gly lie Gin Thr Met Glu 
1145 1150 1155 



Cys Ser Leu Arg Val Pro Glu Thr Val Ser Ala Ala Thr Gin Thr 
1160 1165 1170 



lie Lys Asn Val Cys Glu Gin Gly Thr Ser Thr Val Asp Gin Asn 
1175 1180 1185 
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Phe Gly Lys Gin Asp Ala Thr Val Gin Thr Glu Arg Gly Ser Gly 
1190 1195 1200 



Glu Lys Pro Val Ser Ala Pro Gly Asp Asp Thr Glu Ser Leu His 
1205 1210 1215 



Ser Gin Gly Glu Glu Glu Phe Asp Met Pro Gin Pro Pro His Gly 
1220 1225 1230 



His Val Leu His Arg His Met Arg Thr He Arg Glu Val Arg Thr 
1235 1240 1245 



Leu Val Thr Arg Val He Thr Asp Val Tyr Tyr Val Asp Gly Thr 
1250 1255 1260 



Glu Val Glu Arg Lys Val Thr Glu Glu Thr Glu Glu Pro He Val 
1265 1270 1275 



Glu Cys Gin Glu Cys Glu Thr Glu Val Ser Pro Ser Gin Thr Gly 
1280 1285 1290 



Gly Ser Ser Gly Asp Leu Gly Asp He Ser Ser Phe Ser Ser Lys 
1295 1300 1305 



Ala Ser Ser Leu His Arg Thr Ser Ser Gly Thr Ser Leu Ser Ala 
1310 1315 1320 



Met His Ser Ser Gly Ser Ser Gly Lys Gly Ala Gly Pro Leu Arg 
1325 1330 1335 



Gly Lys Thr Ser Gly Thr Glu Pro Ala Asp Phe Ala Leu Pro Ser 
1340 1345 1350 



Ser Arg Gly Gly Pro Gly Lys Leu Ser Pro Arg Lys Gly Val Ser 
1355 1360 1365 



Gin Thr Gly Thr Pro Val Cys Glu Glu Asp Gly Asp Ala Gly Leu 
1370 1375 1380 



Gly He Arg Gin Gly Gly Lys Ala Pro Val Thr Pro Arg Gly Arg 
1385 1390 1395 
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Gly Arg Arg Gly Arg Pro Pro Ser Arg Thr Thr Gly Thr Arg Glu 
1400 1405 1410 



Thr Ala Val Pro Gly Pro Leu Gly lie Glu Asp lie Ser Pro Asn 
1415 1420 1425 



Leu Ser Pro Asp Asp Lys Ser Phe Ser Arg Val Val Pro Arg Val 
1430 1435 1440 



Pro Asp Ser Thr Arg Arg Thr Asp Val Gly Ala Gly Ala Leu Arg 
1445 1450 1455 



Arg Ser Asp Ser Pro Glu lie Pro Phe Gin Ala Ala Ala Gly Pro 
1460 1465 1470 



Ser Asp Gly Leu Asp Ala Ser Ser Pro Gly Asn Ser Phe Val Gly 
1475 1480 1485 



Leu Arg Val Val Ala Lys Trp Ser Ser Asn Gly Tyr Phe Tyr Ser 
1490 1495 1500 



Gly Lys lie Thr Arg Asp Val Gly Ala Gly Lys Tyr Lys Leu Leu 
1505 1510 1515 



Phe Asp Asp Gly Tyr Glu Cys Asp Val Leu Gly Lys Asp lie Leu 
1520 1525 1530 



Leu Cys Asp Pro lie Pro Leu Asp Thr Glu Val Thr Ala Leu Ser 
1535 1540 1545 



Glu Asp Glu Tyr Phe Ser Ala Gly Val Val Lys Gly His Arg Lys 
1550 1555 1560 



Glu Ser Gly Glu Leu Tyr Tyr Ser lie Glu Lys Glu Gly Gin Arg 
1565 1570 1575 



Lys Trp Tyr Lys Arg Met Ala Val lie Leu Ser Leu Glu Gin Gly 
1580 1585 1590 



Asn Arg Leu Arg Glu Gin Tyr Gly Leu Gly Pro Tyr Glu Ala Val 
1595 1600 1605 



Thr Pro Leu Thr Lys Ala Ala Asp lie Ser Leu Asp Asn Leu Val 
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1610 



1615 



1620 



Glu Gly Lys Arg Lys Arg Arg Ser Asn Val Ser Ser Pro Ala Thr 
1625 1630 1635 



Pro Thr Ala Ser Ser Ser Ser Ser Thr Thr Pro Thr Arg Lys lie 
1640 1645 1650 



Thr Glu Ser Pro Arg Ala Ser Met Gly Val Leu Ser Gly Lys Arg 
1655 1660 1665 



Lys Leu lie Thr Ser Glu Glu Glu Arg Ser Pro Ala Lys Arg Gly 
1670 1675 1680 



Arg Lys Ser Ala Thr Val Lys Pro Gly Ala Val Gly Ala Gly Glu 
1685 1690 1695 



Phe Val Ser Pro Cys Glu Ser Gly Asp Asn Thr Gly Glu Pro Ser 
1700 1705 1710 



Ala Leu Glu Glu Gin Arg Gly Pro Leu Pro Leu Asn Lys Thr Leu 
1715 1720 1725 



Phe Leu Gly Tyr Ala Phe Leu Leu Thr Met Ala Thr Thr Ser Asp 
1730 1735 1740 



Lys Leu Ala Ser Arg Ser Lys Leu Pro Asp Gly Pro Thr Gly Ser 
1745 1750 1755 



Ser Glu Glu Glu Glu Glu Phe Leu Glu lie Pro Pro Phe Asn Lys 
1760 1765 1770 



Gin Tyr Thr Glu Ser Gin Leu Arg Ala Gly Ala Gly Tyr lie Leu 
1775 1780 1785 



Glu Asp Phe Asn Glu Ala Gin Cys Asn Thr Ala Tyr Gin Cys Leu 
1790 1795 1800 



Leu lie Ala Asp Gin His Cys Arg Thr Arg Lys Tyr Phe Leu Cys 
1805 1810 1815 



Leu Ala Ser Gly lie Pro Cys Val Ser His Val Trp Val His Asp 
1820 1825 1830 
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Ser Cys His Ala Asn Gin Leu Gin Asn Tyr Arg Asn Tyr Leu Leu 
1835 1840 1845 



Pro Ala Gly Tyr Ser Leu Glu Glu Gin Arg lie Leu Asp Trp Gin 
1850 1855 1860 



Pro Arg Glu Asn Pro Phe Gin Asn Leu Lys Val Leu Leu Val Ser 
1865 1870 1875 



Asp Gin Gin Gin Asn Phe Leu Glu Leu Trp Ser Glu lie Leu Met 
1880 1885 1890 



Thr Gly Gly Ala Ala Ser Val Lys Gin His His Ser Ser Ala His 
1895 1900 1905 



Asn Lys Asp lie Ala Leu Gly Val Phe Asp Val Val Val Thr Asp 
1910 1915 1920 



Pro Ser Cys Pro Ala Ser Val Leu Lys Cys Ala Glu Ala Leu Gin 
1925 1930 1935 



Leu Pro Val Val Ser Gin Glu Trp Val He Gin Cys Leu He Val 
1940 1945 1950 



Gly Glu Arg He Gly Phe Lys Gin His Pro Lys Tyr Lys His Asp 
1955 1960 1965 



Tyr Val Ser His 
1970 



<210> 39 
<211> 1309 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 39 

Met Ser Gly Gin Leu Val Gin Trp Lys Ser Ser Pro Asp Arg Val Thr 
15 10 15 



Gin Ser Ala He Lys Glu Ala Leu His Ser Pro Leu Ala Asp Gly Asp 
20 25 30 
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Met Asn Glu Met Asn Val Pro Val Asp Pro Leu Glu Asn Lys Val Asn 
35 40 45 



Ser Thr Asn lie lie Glu Gly Ser Pro Lys Ala Asn Pro Asn Pro Val 
50 55 60 



Lys Phe Met Asn Thr Ser Glu lie Phe Gin Lys Ser Leu Gly Leu Leu 
65 70 75 80 



Asp Glu Ser Pro Arg His Asp Asp Glu Leu Asn lie Glu Val Gly Asp 
85 90 95 



Asn Asp Arg Pro Asn Ala Asn lie Leu His Asn Glu Arg Thr Pro Asp 
100 105 110 



Leu Asp Arg lie Ala Asn Phe Phe Lys Ser Asn Arg Thr Pro Gly Lys 
115 120 125 



Glu Asn Leu Leu Thr Lys Tyr Gin Ser Ser Asp Leu Glu Asp Thr Pro 
130 135 140 



Leu Met Leu Arg Lys Lys Met Thr Phe Gin Thr Pro Thr Asp Pro Leu 
145 150 155 160 



Glu Gin Lys Thr Phe Lys Lys Leu Lys Ser Asp Thr Gly Phe Cys Tyr 
165 170 175 



Tyr Gly Glu Gin Asn Asp Gly Glu Glu Asn Ala Ser Leu Glu Val Thr 
180 185 190 



Glu Ala Asp Ala Thr Phe Val Gin Met Ala Glu Arg Ser Ala Asp Asn 
195 200 205 



Tyr Asp Cys Ala Leu Glu Gly lie Val Thr Pro Lys Arg Tyr Lys Asp 
210 215 220 



Glu Leu Ser Lys Ser Gly Gly Met Gin Asp Glu Arg Val Gin Lys Thr 
225 230 235 240 



Gin lie Met lie Ser Ala Glu Ser Pro Asn Ser lie Ser Ser Tyr Asp 
245 250 255 



Lys Asn Lys lie Thr Gly Asn Gly Arg Thr Thr Arg Asn Val Asn Lys 
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260 



265 



270 



Val Phe Asn Asn Asn Glu Asp Asn lie Gly Ala lie Glu Glu Lys Asn 
275 280 285 



Pro Val Lys Lys Lys Ser Glu Asn Tyr Ser Ser Asp Asp Leu Arg Glu 
290 295 300 



Arg Asn Asn Gin lie lie Gin Ser Asn Glu Ser Glu Glu lie Asn Glu 
305 310 315 320 



Leu Glu Lys Asn Leu Asn Val Ser Gly Arg Glu Asn Asp Val Asn Asn 
325 330 335 



Leu Asp lie Asp lie Asn Ser Ala Val Ser Gly Thr Pro Ser Arg Asn 
340 345 350 



Asn Ala Glu Glu Glu Met Tyr Ser Ser Glu Ser Val Asn Asn Arg Glu 
355 360 365 



Pro Ser Lys Lys Trp lie Phe Arg Tyr Ser Lys Asp Lys Thr Glu Asn 
370 375 380 



Asn Ser Asn Arg Ser Thr Gin lie Val Asn Asn Pro Arg Thr Gin Glu 
385 390 395 400 



Met Pro Leu Asp Ser lie Ser lie Asp Thr Gin Pro Leu Ser Lys Ser 
405 410 415 



Phe Asn Thr Glu Thr Asn Asn Glu Leu Glu Thr Gin lie lie Val Ser 
420 425 430 



Ser Leu Ser Gin Gly lie Ser Ala Gin Lys Gly Pro Val Phe His Ser 
435 440 445 



Thr Gly Gin Thr Glu Glu lie Lys Thr Gin lie lie Asn Ser Pro Glu 
450 455 460 



Gin Asn Ala Leu Asn Ala Thr Phe Glu Thr Pro Val Thr Leu Ser Arg 
465 470 475 480 



lie Asn Phe Glu Pro lie Leu Glu Val Pro Glu Thr Ser Ser Pro Ser 
485 490 495 
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Lys Asn Thr Met Ser Lys Pro Ser Asn Ser Ser Pro lie Pro Lys Glu 
500 505 510 



Lys Asp Thr Phe Asn lie His Glu Arg Glu Val Glu Thr Asn Asn Val 
515 520 525 



Phe Ser Asn Asp lie Gin Asn Ser Ser Asn Ala Ala Thr Arg Asp Asp 
530 535 540 



lie lie lie Ala Gly Ser Ser Asp Phe Asn Glu Gin Lys Glu lie Thr 
545 550 555 560 



Asp Arg lie Tyr Leu Gin Leu Ser Gly Lys Gin lie Ser Asp Ser Gly 
565 570 575 



Ser Asp Glu Thr Glu Arg Met Ser Pro Asn Glu Leu Asp Thr Lys Lys 
580 585 590 



Glu Ser Thr lie Met Ser Glu Val Glu Leu Thr Gin Glu Leu Pro Glu 
595 600 605 



Val Glu Glu Gin Gin Asp Leu Gin Thr Ser Pro Lys Lys Leu Val Val 
610 615 620 



Glu Glu Glu Thr Leu Met Glu lie Lys Lys Ser Lys Gly Asn Ser Leu 
625 630 635 640 



Gin Leu His Asp Asp Asn Lys Glu Cys Asn Ser Asp Lys Gin Asp Gly 
645 650 655 



Thr Glu Ser Leu Asp Val Ala Leu lie Glu His Glu Ser Lys Gly Gin 
660 665 670 



Ser Ser Glu Leu Gin Lys Asn Leu Met Gin Leu Phe Pro Ser Glu Ser 
675 680 685 



Gin Glu lie lie Gin Asn Arg Arg Thr lie Lys Arg Arg Gin Lys Asp 
690 695 700 



Thr lie Glu lie Gly Glu Glu Glu Glu Asn Arg Ser Thr Lys Thr Ser 
705 710 715 720 
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Pro Thr Lys His Leu Lys Arg Asn Ser Asp Leu Asp Ala Ala Ser lie 
725 730 735 



Lys Arg Glu Pro Ser Cys Ser lie Thr lie Gin Thr Gly Glu Thr Gly 
740 745 750 



Ser Gly Lys Asp Ser Lys Glu Gin Ser Tyr Val Phe Pro Glu Gly lie 
755 760 765 



Arg Thr Ala Asp Asn Ser Phe Leu Ser Lys Asp Asp lie lie Phe Gly 
770 775 780 



Asn Ala Val Trp Cys Gin Tyr Thr Trp Asn Tyr Lys Phe Tyr Pro Gly 
785 790 795 800 



lie Leu Leu Glu Val Asp Thr Asn Gin Asp Gly Cys Trp lie Tyr Phe 
805 810 815 



Glu Thr Gly Arg Ser Leu Thr Lys Asp Glu Asp lie Tyr Tyr Leu Asp 
820 825 830 



lie Arg lie Gly Asp Ala Val Thr Phe Asp Gly Asn Glu Tyr Val Val 
835 840 845 



Val Gly Leu Glu Cys Arg Ser His Asp Leu Asn lie lie Arg Cys lie 
850 855 860 



Arg Gly Tyr Asp Thr Val His Leu Lys Lys Lys Asn Ala Ser Gly Leu 
865 870 875 880 



Leu Gly Lys Arg Thr Leu lie Lys Ala Leu Ser Ser lie Ser Leu Asp 
885 890 895 



Leu Ser Glu Trp Ala Lys Arg Ala Lys lie lie Leu Glu Asp Asn Glu 
900 905 910 



Lys Asn Lys Gly Asp Ala Tyr Arg Tyr Leu Arg His Pro lie Arg Gly 
915 920 925 



Arg Lys Ser Met Thr Asn Val Leu Ser Pro Lys Lys His Thr Asp Asp 
930 935 940 
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Glu Lys Asp He Asn Thr His Thr Glu Val Tyr Asn Asn Glu He Glu 
945 950 955 960 



Ser Ser Ser Glu Lys Lys Glu He Val Lys Lys Asp Ser Arg Asp Ala 
965 970 975 



Leu Ala Glu His Ala Gly Ala Pro Ser Leu Leu Phe Ser Ser Gly Glu 
980 985 990 



He Arg Thr Gly Asn Val Phe Asp Lys Cys He Phe Val Leu Thr Ser 
995 1000 1005 



Leu Phe Glu Asn Arg Glu Glu Leu Arg Gin Thr He Glu Ser Gin 
1010 1015 1020 



Gly Gly Thr Val He Glu Ser Gly Phe Ser Thr Leu Phe Asn Phe 
1025 1030 1035 



Thr His Pro Leu Ala Lys Ser Leu Val Asn Lys Gly Asn Thr Asp 
1040 1045 1050 



Asn He Arg Glu Leu Ala Leu Lys Leu Ala Trp Lys Pro His Ser 
1055 1060 1065 



Leu Phe Ala Asp Cys Arg Phe Ala Cys Leu He Thr Lys Arg His 
1070 1075 1080 



Leu Arg Ser Leu Lys Tyr Leu Glu Thr Leu Ala Leu Gly Trp Pro 
1085 1090 1095 



Thr Leu His Trp Lys Phe He Ser Ala Cys He Glu Lys Lys Arg 
1100 1105 1110 



He Val Pro His Leu He Tyr Gin Tyr Leu Leu Pro Ser Gly Glu 
1115 1120 1125 



Ser Phe Arg Leu Ser Leu Asp Ser Pro Ser Lys Gly Gly He He 
1130 1135 1140 



Lys Ser Asn Asn He Phe Ser Phe Tyr Thr Gin Phe Leu Arg Gly 
1145 1150 1155 



Ser Asn Leu Arg Asp Gin He Cys Gly Val Lys Lys Met Leu Asn 
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1160 



1165 



1170 



Asp Tyr lie Val lie Val Trp Gly Arg Ser Glu Leu Asp Ser Phe 
1175 1180 1185 



Val Lys Phe Ala Phe Ala Cys Leu Ser Ala Gly Arg Met Leu Thr 
1190 1195 1200 



lie Asp Leu Pro Asn lie Asp Val Asp Asp Thr Glu Pro Leu Leu 
1205 1210 1215 



Asn Ala Leu Asp Ser Leu Val Pro Arg lie Gly Ser Glu Leu Ser 
1220 1225 1230 



Asn Arg Lys Leu Lys Phe Leu lie Tyr Ala Asn Glu Asn Asn Gly 
1235 1240 1245 



Lys Ser Gin Met Lys Leu Leu Glu Arg Leu Arg Ser Gin lie Ser 
1250 1255 1260 



Leu Lys Phe Lys Lys Phe Asn Tyr lie Phe His Thr Glu Ser Lys 
1265 1270 1275 



Glu Trp Leu lie Gin Thr lie lie Asn Glu Asp Thr Gly Phe His 
1280 1285 1290 



Asp Asp lie Thr Asp Asn Asp lie Tyr Asn Thr lie Ser Glu Val 
1295 1300 1305 



Arg 



<210> 40 

<400> 40 
000 

<210> 41 

<400> 41 
000 

<210> 42 

<400> 42 
000 
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<210> 43 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (2) . . (2) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (5).. (6) 

<223> Xaa can be any naturally occurring amino acid 

<400> 43 

Arg Xaa Arg Ser Xaa Xaa 
1 5 



<210> 44 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (3) . . (5) 

<223> Xaa can be any naturally occurring amino acid 

<400> 44 

Arg Ser Xaa Xaa Xaa Pro 
1 5 



<210> 45 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc feature 
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<222> (1) . . (1) 

<223> Xaa can be any naturally occurring amino acid 



<220> 

< 2 2 1 > mi s c_f ea ture 

<222> (3) . . (3) 

<223> Xaa can be any naturally occurring amino acid 

<400> 45 

Xaa Pro Xaa Arg 
1 



<210> 46 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> misc_f eature 
<222> (3) . . (6) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (9) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 46 

Met Ala Xaa Xaa Xaa Xaa Thr . Pro Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 47 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > mis c__f ea ture 

<222> (3) . . (6) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 

<222> (8) . . (11) 

<223> Xaa can be any naturally occurring amino acid 
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<400> 47 



Met Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 48 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 
<222> (3) . . (6) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (9) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 48 

Met Ala Xaa Xaa Xaa Xaa Ser Thr Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 49 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 
<222> (3) . . (5) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (8) . . (10) 

<223> Xaa can be any naturally occurring amino acid 
<400> 49 

Met Ala Xaa Xaa Xaa Ser Pro Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 
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<210> 50 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > mi s cofeature 

<222> (3) . . (6) 

<223> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (8) . . (11) 

<223> Xaa can be any naturally 

<400> 50 

Met Ala Xaa Xaa Xaa Xaa Ser Xaa 

1 5 



<210> 51 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 51 • 

Met Gin Ser Thr Pro Leu 
1 5 



occurring amino acid 



occurring amino acid 



Xaa Xaa Xaa Ala Lys Lys Lys 
10 15 



<210> 52 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (2) . . (3) 

<223> Xaa can be any naturally occurring amino acid 

<400> 52 

Ser Xaa Xaa 
1 
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<210> 53 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 53 

Leu Leu Cys Ser Thr Pro Asn 
1 5 



<210> 54 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 
<222> (3).. (6) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc__f eature 
<222> (9) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 54 

Met Ala Xaa Xaa Xaa Xaa Ser Ser Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 55 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (2) . . (2) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc feature 
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<222> (5) . . (6) 

<223> Xaa can be any naturally occurring amino acid 
<400> 55 

Arg Xaa Arg Ser Xaa Xaa 
1 5 



<210> 56 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 56 

Met Ala Gly Pro Met Gin Ser Thr 
1 5 



Pro Leu Asn Gly Ala Tyr Lys Lys 
10 15 



<210> 57 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

< 2 2 1 > mis c_f ea ture 
<222> (3) . . (7) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (9) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 57 

Met Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 58 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
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<220> 

<221> misc_f eature 
<222> (3) . . (6) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 
<222> (8) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 58 

Met Ala Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 59 

<211> 17 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> misc_f eature 

<222> (3) . . (6) 

<223> Xaa can be any naturally 
<220> 

<221> mi sc_f eature 

<222> (8) . . (9) 

<22 3> Xaa can be any naturally 
<220> 

<221> misc__f eature 

<222> (11) . . (12) 

<223> Xaa can be any naturally 

<400> 59 

Gly Ala Xaa Xaa Xaa Xaa Ser Xaa 

1 5 



occurring amino acid 



occurring amino acid 



occurring amino acid 



Xaa Phe Xaa Xaa Ala Tyr Lys Lys 
10 15 



Lys 



<210> 60 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
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<220> 

<221> misc_f eature 

<222> (4).. (4) 

<223> Xaa can be any naturally occurring amino acid 

<400> 60 

Tyr Asp lie Xaa Gin Val Phe Pro Phe 
1 5 



<210> 61 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> misc_feature 

<222> (1) . . (1) 

<223> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> Xaa can be any naturally 
<220> 

<221> misc_f eature 

<222> (7).. (11) 

<223> Xaa can be any naturally 

<220> 

<221> misc_feature 

<222> (13) . . (16) 

<223> Xaa can be any naturally 

<400> 61 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa 

1 5 



occurring amino acid 



occurring amino acid 



occurring amino acid 



occurring amino acid 



Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 
10 15 



Ala Lys Lys Lys 
20 



<210> 62 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
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<220> 
<223> 



synthetic 



<220> 

< 2 2 1 > mi sc_f eature 
<222> (3) . . (7) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (9) . . (12) 

<223> Xaa can be any naturally occurring amino acid 
<400> 62 

Gly Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 63 

<400> 63 
000 

<210> 64 

<400> 64 
000 

<210> 65 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 65 

Met Ala Gly Pro Met Gin Ser Ser Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 66 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 66 

Met Ala Gly Pro Met Gin Ser Tyr 
1 5 



Pro Leu Asn Gly Ala Tyr Lys Lys 
10 15 
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<210> 67 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 67 

Met Ala Gly Pro Met Gin Val 
1 5 



Thr Pro Leu Asn Gly Ala Lys Lys 
10 15 



<210> 68 

<211> 16 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 
<400> 68 



Met Ala Gly Pro Met Gin Ala Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 


69 


<211> 


16 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


69 



Met Ala Gly Pro Met Gin Gly Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
1 5 10 15 



<210> 70 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 70 

Met Ala Gly Pro Met Gin Cys Thr 
1 5 



Pro Leu Asn Gly Ala Tyr Lys Lys 
10 15 



143 



<210> 71 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 71 

Met Ala Gly Pro Met Gin Thr Thr 
1 5 



Pro Leu Asn Gly Ala Tyr Lys Lys 
10 15 



<210> 72 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 72 

Met Ala Gly Pro Met Gin Ser 
1 5 



Thr Asn Leu Asn Gly Ala Lys Lys 
10 15 



<210> 73 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 73 

Ala Gin Leu Leu Cys Ser Thr Pro Asn Gly Leu Asp Arg 
1 5 10 



<210> 74 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 74 

Pro Arg Leu Leu Cys Ser Thr 
1 5 



Pro Ser Phe Lys Lys Thr 
10 



<210> 75 



144 



<211> 603 
<212> PRT 

<213> Rattus norvegicus 
<400> 75 

Met Asn Ala Ala Ala Lys Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Leu Gly Lys Gly Gly Val Pro Gly Asp Ala Val Pro Gly Ala Pro Val 
20 25 30 



Ala Ala Pro Leu Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Gin Gin Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ser Asp Thr Lys Glu Val Phe Pro 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Lys Glu 
85 90 95 



Lys Met Ser Met Glu Thr Ser lie His Arg Ser Leu Glu His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Ser Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Gin Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Glu Gly Glu Arg Lys 
195 200 205 



145 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Ala Ala Arg Pro Thr lie His Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Val Glu Asn Pro Leu Pro 
340 345 350 



Asp Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Asn Glu 
355 360 365 



Ala lie Glu Cys His Leu Ser Asp Leu Leu Gin Gin Leu Thr Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



146 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Asn 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Thr Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Arg Gly 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr lie Asn Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Cys Asn Arg Leu Lys Ala Ser 
595 600 



<210> 76 
<211> 648 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 76 

Met Asn Arg Leu Pro Asn lie Ala Lys Pro Pro Gin Lys Ser Asn Gin 
15 10 15 



Arg Lys Glu Lys Ala Pro Pro Glu Val Pro Ala Leu lie Ala Asp Lys 
20 25 30 



147 



Asp Arg Gly Thr Tyr Tyr Glu Lys Gly Arg Phe Leu Gly Lys Gly Gly 
35 40 45 



Phe Ala His Cys Tyr Glu Leu Thr Asn Arg Ala Thr Arg Glu Val Val 
50 55 60 



Ala Gly Lys Val Val Pro Lys Ser Met Leu Val Lys Gin Tyr Gin Arg 
65 70 75 80 



Asp Lys Met Thr Gin Glu Val Gin lie His Arg Glu Leu Gly His lie 
85 90 95 



Asn lie Val Lys Leu Phe Asn Phe Phe Glu Asp Asn Leu Asn Val Tyr 
100 105 110 



lie Thr Leu Glu Leu Cys Ala Arg Arg Ser Leu Met Glu Leu His Lys 
115 120 125 



Arg Arg Lys Ala Val Thr Glu Pro Glu Ala Arg Tyr Phe Thr His Gin 
130 135 140 



lie Val Asp Gly Val Leu Tyr Leu His Asp Leu Asn lie lie His Arg 
145 150 155 160 



Asp Met Lys Leu Gly Asn Leu Phe Leu Asn Asp Asp Leu Val Val Lys 
165 170 175 



lie Gly Asp Phe Gly Leu Ala Thr Thr Val Asn Gly Asp Glu Arg Lys 
180 185 190 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Asn 
195 200 205 



Lys Ala Gly His Ser Phe Glu Val Asp lie Trp Ala Val Gly Cys lie 
210 215 220 



Leu Tyr lie Leu Leu Phe Gly Gin Pro Pro Phe Glu Ser Lys Ser Leu 
225 230 235 240 



Glu Glu Thr Tyr Ser Arg lie Arg His Asn Asn Tyr Thr lie Pro Ser 
245 250 255 



148 



lie Ala Thr Gin Pro Ala Ala Ser Leu lie Arg Lys Met Leu Asp Pro 
260 265 270 



Glu Pro Thr Arg Arg Pro Thr Ala Lys Gin Val Gin Arg Asp Gly Phe 
275 280 285 



Phe Lys Ser Gly Phe Met Pro Thr Arg Leu Pro Val Ser Cys Leu Thr 
290 295 300 



Met Val Pro Lys Phe Gly Gly His Glu Thr Ser Met Met Glu Glu Asn 
305 310 315 320 



Val Ala Pro Arg Gly Val Asp Ala Arg Ser Gin Arg Pro Leu Asn Gly 
325 330 335 



Arg Ala Gly Leu Ser Ala Leu Pro Gin His lie Val Ser Asn Asn Ala 
340 345 350 



Asp Arg Glu Arg Ala Gin Gin Gin Ala Ala Glu Ala Thr Phe Arg Glu 
355 360 365 



Pro Glu Asp Ala Tyr Leu Ser Gin Leu Phe His Gin Val Ala Val Leu 
370 375 380 



Leu Glu Gin Arg lie Pro Gly Leu Glu Glu Glu Glu Ala Ala Leu Asp 
385 390 395 400 



Gly Tyr Gin Ser Pro Glu Cys Leu Pro Val Phe Trp lie Ser Lys Trp 
405 410 415 



Val Asp Tyr Ser Asp Lys Tyr Gly lie Gly Tyr Gin Leu Cys Asp Asn 
420 425 430 



Ser Val Gly Val Leu Phe Asn Asp Asn Ser Arg lie Met Leu Asp Gin 
435 440 445 



Ala Gly Asn Glu Leu Thr Tyr lie Glu Lys Ser Asn Lys Glu His Tyr 
450 455 460 



Phe Ser Met His Ser Gly Glu Met Pro Gly Leu Leu Asn Lys Lys Val 
465 470 475 480 



149 



Thr Leu Leu Lys Tyr Phe Arg Ser Tyr Met Asn Asp His Leu Val Lys 
485 490 495 



Ala Gly Glu Gly Ser Glu Gin Arg Ala Gly Asp Asp Leu Ala Arg Leu 
500 505 510 



Pro Thr Leu Arg Val Trp Phe Arg Thr Lys Ser Ala lie Val Leu His 
515 520 525 



Leu Ser Asn Gly Thr Val Gin lie Asn Phe Phe Asn Asp His Val Lys 
530 535 540 



Met Met Met Cys Pro Leu Met Gin Ala Val Thr Phe lie Asp Gin Asn 
545 550 555 560 



Lys Arg Met Leu Thr Tyr Lys Leu Asn Asn Leu Gin Arg Asn Gly Cys 
565 570 575 



Pro Glu Lys Phe Leu His Arg Leu Lys Tyr Ala Lys Thr Met lie Glu 
580 585 590 



Arg Leu Met Ser Asp Ala Asn Val Val Ser Gin Asn Pro Ala Arg Gin 
595 600 605 



Pro Asp Met Pro Arg Ser Met Ala Ala Ala Arg Ser Ala Ser Ala Gly 
610 615 620 



Ser Arg Gly Pro Asn Gin Ala Ala Ser His Leu Pro Gin Ser Ala Ser 
625 630 635 640 



Gly Ser Asn lie His Pro Arg Arg 
645 



<210> 77 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn Arg Lys Pro Leu Thr 
1 5 10 15 



Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro Glu Arg Pro Arg Glu 
20 25 30 



150 



Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu Val Val Asp Cys His 
35 40 45 



Leu Ser Asp Met Leu Gin Gin Leu His Ser Val Asn Ala Ser Lys Pro 
50 55 60 



Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala Glu Asp Pro Ala Cys 
65 70 75 80 



lie Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr 
85 90 95 



Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn 
100 105 110 



Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr 
115 120 125 



lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro 
130 135 140 



Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr 
145 150 155 160 



Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu 
165 170 175 



Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr 
180 185 190 



Arg Ser Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn 
195 200 205 



Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala 
210 215 220 



Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser 
225 230 235 240 



Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg 
245 250 255 



151 



Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser 
260 265 270 



Asn Arg Leu Lys Ala Ser 





275 


<210> 


78 


<211> 


282 


<212> 


PRT 


<213> 


Xenopus 


<400> 


78 



Ser lie Ala Pro Ser Thr lie Asp Gin Ser Leu Arg Lys Pro Leu Thr 
15 10 15 



Ala lie Asn Lys Gly Gin Asp Ser Pro Leu Val Glu Lys Gin Val Ala 
20 25 30 



Pro Ala Lys Glu Glu Glu Met Gin Gin Pro Glu Phe Thr Glu Pro Ala 
35 40 45 



Asp Cys Tyr Leu Ser Glu Met Leu Gin Gin Leu Thr Cys Leu Asn Ala 
50 55 60 



Val Lys Pro Ser Glu Arg Ala Leu lie Arg Gin Glu Glu Ala Glu Asp 
65 70 75 80 



Pro Ala Ser lie Pro lie Phe Trp lie Ser Lys Trp Val Asp Tyr Ser 
85 90 95 



Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val 
100 105 110 



Leu Phe Asn Asp Ser Thr Arg Leu lie Met Tyr Asn Asp Gly Asp Ser 
115 120 125 



Leu Gin Tyr lie Glu Arg Asn Asn Thr Glu Ser Tyr Leu Asn Val Arg 
130 135 140 



Ser Tyr Pro Thr Thr Leu Thr Lys Lys lie Thr Leu Leu Lys Tyr Phe 
145 150 155 160 



Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn Thr Thr 



152 



165 170 175 



Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Phe Leu Arg Thr Trp 
180 185 190 



Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val 
195 200 205 



Gin lie Asn Phe Phe Gin Asp His Thr Lys lie lie Leu Cys Pro Leu 
210 215 220 



Met Ala Ala Val Ser Tyr lie Asp Glu Lys Arg Glu Phe Arg Thr Tyr 
225 230 235 240 



Lys Leu Ser Leu lie Gin Glu Phe Gly Cys Cys Lys Glu Leu Ala Ser 
245 250 255 



Arg Leu Arg Tyr Ala Arg Thr Met Val Glu Lys Leu Gin Ser Ser Lys 
260 265 270 



Ser Ala Val Ala His Val Lys Ala Ser Ala 
275 280 



<210> 79 

<211> 279 

<212> PRT 

<213> Drosophila melanogaster 

<400> 79 

Gly Ser Asn Asp Thr lie Glu Asp Ser Met His Arg Lys Pro Leu Met 
1 5 10 15 



Glu Met Asn Gly lie Arg Pro Asp Asp Thr Arg Leu Glu Ser Thr Phe 
20 25 30 



Leu Lys Ala Asn Leu His Asp Ala lie Thr Ala Ser Ala Gin Val Cys 
35 40 45 



Arg His Ser Glu Asp Tyr Arg Ser Asp lie Glu Ser Leu Tyr Gin Gin 
50 55 60 



Leu Thr Asn Leu lie Asn Gly Lys Pro Arg lie Leu Gin Gly Asn Leu 
65 70 75 80 



153 



Gly Asp Glu Asn Thr Asp Pro Ala Ala Gin Pro Leu Phe Trp lie Ser 
85 90 95 



Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly Phe Gly Tyr Gin Leu Cys 
100 105 110 



Asp Glu Gly lie Gly Val Met Phe Asn Asp Thr Thr Lys Leu lie Leu 
115 120 125 



Leu Pro Asn Gin lie Asn Val His Phe lie Asp Lys Asp Gly Lys Glu 
130 135 140 



Thr Tyr Met Thr Thr Thr Asp Tyr Cys Lys Ser Leu Asp Lys Lys Met 
145 150 155 160 



Lys Leu Leu Ser Tyr Phe Lys Arg Tyr Met lie Glu His Leu Val Lys 
165 170 175 



Ala Gly Ala Asn Asn Val Asn lie Glu Ser Asp Gin lie Ser Arg Met 
180 185 190 



Pro His Leu His Ser Trp Phe Arg Thr Thr Cys Ala Val Val Met His 
195 200 205 



Leu Thr Asn Gly Ser Val Gin Leu Asn Phe Ser Asp His Met Lys Leu 
210 215 220 



lie Leu Cys Pro Arg Met Ser Ala lie Thr Tyr Met Asp Gin Glu Lys 
225 230 235 240 



Asn Phe Arg Thr Tyr Arg Phe Ser Thr lie Val Glu Asn Gly Val Ser 
245 250 255 



Lys Asp Leu Tyr Gin Lys lie Arg Tyr Ala Gin Glu Lys Leu Arg Lys 
260 265 270 



Met Leu Glu Lys Met Phe Thr 
275 



<210> 80 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



154 



<220> 

<223> synthetic 



<400> 80 

Ala Gin Leu Leu Cys Ser Thr Pro Asn Gly Leu Asp Arg 

10 



1 


5 


<210> 


81 


<211> 


13 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


81 



Pro Arg Leu Leu Cys Ser Thr Pro Ser Phe Lys Lys Thr 
15 10 



<210> 


82 


<211> 


197 


<212> 


PRT 


<213> 


Homo 


<400> 


82 



Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



155 



Ser Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His lie Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 


83 


<211> 


197 


<212> 


PRT 


<213> 


Mus 


<400> 


83 



Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Asn Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



156 



Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asn Glu Lys Arg Asp Phe Gin Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 84 
<211> 197 
<212> PRT 

<213> Rattus norvegicus 
<400> 84 

Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Asp Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 ' 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Asn Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



157 



Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys Leu lie Arg Gly Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asn Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Cys Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 85 

<211> 210 

<212> PRT 

<213> C. elegans 

<400> 85 

Pro Val Phe Trp lie Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
1 5 10 15 



lie Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Asn Ser Arg lie Met Leu Asp Gin Ala Gly Asn Glu Leu Thr Tyr lie 
35 40 45 



Glu Lys Ser Asn Lys Glu His Tyr Phe Ser Met His Ser Gly Glu Met 
50 55 60 



Pro Gly Leu Leu Met Lys Lys Asn Thr Leu Leu Lys Tyr Phe Arg Ser 
65 70 75 80 



158 



Tyr Met Asn Asp His Leu Val Lys Ala Gly Glu Gly Ser Glu Gin Arg 
85 90 95 



Ala Gly Asp Asp Leu Ala Arg Leu Pro Thr Leu Arg Val Trp Phe Arg 
100 105 110 



Thr Lys Ser Ala lie Val Leu His Leu Ser Asn Gly Thr Val Gin lie 
115 120 125 



Asn Phe Phe Asn Asp His Val Lys Met Met Met Cys Pro Leu Met Gin 
130 135 140 



Ala Val Thr Phe lie Asp Gin Asn Lys Arg Met Leu Thr Tyr Lys Leu 
145 150 155 160 



Asn Asn Leu Gin Arg Asn Gly Cys Pro Glu Lys Phe Leu His Arg Leu 
165 170 175 



Lys Tyr Ala Lys Thr Met lie Glu Arg Leu Met Asp Ser Ala Asn Val 
180 185 190 



Val Ser Gin Asn Pro Ala Arg Gin Pro Asp Met Pro Arg Ser Met Ala 
195 200 205 



Ala Ala 
210 



<210> 86 
<211> 189 
<212> PRT 

<213> Drosophila laevis 
<400> 86 

Pro Leu Phe Trp lie Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Cys Asp Glu Gly lie Gly Val Met Phe Asn Asp 
20 25 30 



Thr Thr Lys Leu lie Leu Leu Pro Asn Gin lie Asn Val His Phe lie 
35 40 45 



Asp Lys Asp Gly Lys Glu Thr Tyr Met Thr Thr Thr Asp Tyr Cys Lys 
50 55 60 



159 



Ser Leu Asp Lys Lys Met Lys Leu Leu Ser Tyr Phe Lys Arg Tyr Met 
65 70 75 80 



lie Glu His Leu Val Lys Ala Gly Ala Asn Asn Val Asn lie Glu Ser 
85 90 95 



Asp Gin lie Ser Arg Met Pro His Leu His Ser Trp Phe Arg Thr Thr 
100 105 110 



Cys Ala Val Val Met His Leu Thr Asn Gly Ser Val Gin Leu Asn Phe 
115 120 125 



Ser Asp His Met Lys Leu lie Leu Cys Pro Arg Met Ser Ala lie Thr 
130 135 140 



Tyr Met Asp Gin Glu Lys Asn Phe Arg Thr Tyr Arg Phe Ser Thr lie 
145 150 155 160 



Val Glu Asn Gly Val Ser Lys Asp Leu Tyr Gin Lys lie Arg Tyr Ala 
165 170 175 



Gin Glu Lys Leu Arg Lys Met Leu Glu Lys Met Phe Thr 
180 185 



<210> 87 
<211> 198 
<212> PRT 

<213> Xenopus laevis 
<400> 87 

Pro lie Phe Trp lie Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Met Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asn Asn Thr Glu Ser Tyr Leu Asn Val Arg Ser Tyr Pro Thr 
50 55 60 
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Thr Leu Thr Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn Thr Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu Ala Arg Leu Pro Phe Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys lie lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Ser Tyr lie Asp Glu Lys Arg Glu Phe Arg Thr Tyr Lys Leu Ser Leu 
145 150 155 160 



lie Gin Glu Phe Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Glu Lys Leu Gin Ser Ser Lys Ser Ala Val Ala 
180 185 190 



His Val Lys Ala Ser Ala 





195 


<210> 


88 


<211> 


195 


<212> 


PRT 


<213> 


Helicobacter pylori 


<400> 


88 


Pro lie Leu Trp Val Ser Lys 


1 


5 



10 15 



Leu Gly Tyr Gin Leu Cys Asp Gly Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu Leu Leu His Ala Asn Ala Asp Thr Leu Glu Tyr lie 
35 40 45 



Glu Arg Asp Gly Asn Glu Lys Tyr Cys Arg Leu Gly Ser Tyr Asp Ser 
50 55 60 
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Thr Leu His Lys Lys Val Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Ala Met Thr Pro Arg Glu Ser 
85 90 95 



Asp Ser Met Ala Arg Leu Pro Phe Leu Gin Ser Trp Phe Arg Thr Lys 
100 105 110 



Ser Ala lie Val Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Glu Asp His Thr Lys Leu lie Val Cys Pro Met Met Gly Ala Ala 
130 135 140 



Thr Tyr lie Asp Ala Lys Arg Asn Phe Arg Thr Phe Arg Leu Asn Leu 
145 150 155 160 



lie Glu Lys His Gly Cys Thr Pro Asp Leu Tyr Asp Arg lie Lys Tyr 
165 170 175 



Ala Asn Asn Met Val Lys Asn Met Leu Asp Lys Lys Thr Thr Thr Ala 
180 185 190 



Ala Ala His 





195 


<210> 


89 


<211> 


186 


<212> 


PRT 


<213> 


Homo 


<400> 


89 



Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
1 ~ 5 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



162 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Arg Glu 
50 55 60 



Gin Phe He Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp He 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys He He He Cys Ser Gin Asn Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr He Asn Glu Asp Arg He Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 90 

<211> 186 

<212> PRT 

<213> Mus musculus 

<400> 90 

Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Pro Glu 
50 55 60 
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Gin Phe He Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp He 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys He He He Cys Asn Gin Ser Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr He Asn Glu Asp Arg He Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Leu Glu Leu Lys Asn Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 91 
<211> 186 
<212> PRT 

<213> Rattus norgevicus 
<400> 91 

Ser Gly Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Pro Glu 
50 55 60 
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Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp lie 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Cys Asn Gin Asn Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Leu Glu Leu Lys His Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 92 

<211> 214 

<212> PRT 

<213> C. elegans 

<400> 92 

Pro lie Phe Trp Val Ser Gin Trp Val His Phe Pro Asn His Gly lie 
15 10 15 



Gly Tyr Arg Leu Cys Glu Asn Ser Ser Gly Met Leu Phe Asn Asp Asn 
20 25 30 



Thr Gin Met Lys Val Asn Ser Ala Gly Asn Gin Leu Thr Phe Val Asp 
35 40 45 



Glu Asn Asn Thr Glu Gin Phe Tyr Thr Met Asn Asp Gin Val Pro Met 
50 55 60 



Asn Leu Gin Thr Lys lie Asn lie Phe Ser Asn Val Gin Ser Tyr Met 
65 70 75 80 
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Asn Thr His Leu Glu Ala Asp Thr His Leu Glu Ala Glu Asp Gin Cys 
85 90 95 



Val Asn Lys Val Pro Pro Leu Arg Asn Phe Ala Arg Leu Pro Thr lie 
100 105 110 



Gin Asn Trp Phe Glu Thr Lys Ser Ala Val lie Phe His Leu Ser Asn 
115 120 125 



Gly Thr Val Gin lie Asn Phe Leu Asp His Val Lys Met Val Leu Cys 
130 135 140 



Pro Leu Leu Lys Ser Val Thr Phe lie Glu Glu Asn Lys Arg Val Ser 
145 150 155 160 



Thr Phe Thr Phe Ala Asn lie Leu Thr Asn Ser Cys Pro Lys Lys Tyr 
165 170 175 



Leu Ser Arg lie Glu Tyr Ala Gin Ala Lys lie Lys Leu Leu Arg Pro 
180 185 190 



Thr Asn Asn Gin Glu His Val Val Tyr Val Asp Ser Pro Cys Arg Pro 
195 200 205 



Thr Thr Ser Asn Thr Ala 
210 



<210> 93 
<211> 187 
<212> PRT 

<213> Xenopus laevis 
<400> 93 

Ser Phe His Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Phe Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 
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Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Glu Ala Pro Glu 
50 55 60 



Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp Val 
85 90 95 



Cys Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Ala Asn Gin Asn Asp Glu Tyr Val Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg Met Ser Thr Thr Phe His Leu Ser Thr 
145 150 155 160 



Leu Leu lie Ser Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Arg Ser Pro Ala 
180 185 



<210> 94 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Pro Leu Val Trp Phe Ser Glu Trp Val Gly Phe Ser Asn Lys Phe Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Val Gly Ala Val Arg Arg 
50 55 60 
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Ala Leu Gin Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 



Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val 
85 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Arg Ser Pro Ala 
180 185 



<210> 95 

<211> 187 

<212> PRT 

<213> Mus musculus 

<400> 95 

Pro Leu Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Met Gly Ser Val Pro Arg 
50 55 60 
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Ala Leu Gin Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 



Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Ala 
85 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Gin Ser Pro Ala 
180 185 



<210> 96 
<211> 186 
<212> PRT 

<213> Rattus norvegicus 
<400> 96 

Pro Leu Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Val Gly Ser Val Pro Arg 
50 55 60 



Ala Leu Arg Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 
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Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val 
85 - 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Gin Ser Pro 
180 185 



<210> 97 
<211> 186 
<212> PRT 

<213> Xenopus laevis 
<400> 97 

His Phe Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asn Arg Ser lie Gly Val Leu Phe Asn Ser 
20 25 30 



Gly Thr His Met Val Phe Pro Ala His Arg Arg His Val His Tyr Asn 
35 40 45 



Leu Thr Asn Ser Arg His Phe Val Pro Thr Ser Thr Val Pro Glu Gin 
50 55 60 



Leu Gin Gly Gin Met Ser lie Leu Gin Tyr Phe Ala Thr Tyr Met Glu 
65 70 75 80 
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Lys Asn Leu Met Lys Gly Gly Asp Leu Pro Cys His Glu Glu Gly Ser 
85 90 95 



Gin Ala Pro Leu Leu Leu Leu Gin Trp Val Lys Thr Glu His Ala Leu 
100 105 110 



Leu Met Leu Phe Ser Asn Gly Thr Leu Gin Val Asn Phe Tyr Asn Asp 
115 120 125 



His Thr Lys lie lie Leu Cys Lys Pro Gin Asp Ala Tyr Leu Leu Thr 
130 135 140 



Tyr lie Asn Arg Asp Arg Asn Ser Gin Thr Phe Leu Leu Ser Thr Leu 
145 150 155 160 



Ala Gin Thr Gly Cys Asn Ser Glu Met Tyr His Arg Leu Lys Tyr Thr 
165 170 175 



Val Lys Leu Leu Gin Gin Lys Ala Glu Ser 
180 185 



<210> 98 

<211> 194 

<212> PRT 

<213> S. pombe 

<400> 98 

Pro Val Leu Phe lie Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Ser Asp Glu Ser Val Gly Val His Phe Asn Asp 
20 25 30 



Asp Thr Ser Leu Leu Phe Ser Ala Asp Glu Glu Val Val Glu Tyr Ala 
35 40 45 



Leu His Pro Lys Asp Thr Glu lie Lys Pro Tyr lie Tyr Pro Ala Ser 
50 55 60 



Lys Val Pro Glu Ser lie Arg Ser Lys Leu Gin Leu Leu Lys His Phe 
65 70 75 80 



Lys Ser Tyr Met Gly Gin Asn Leu Ser Lys Ala Val Gin Asp Glu Ser 
85 90 95 
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Phe Glu Lys Pro Lys Asn Ser Thr Ser Asn Thr Met Leu Phe Met Gin 
100 105 110 



His Tyr Leu Arg Thr Arg Gin Ala lie Met Phe Arg Leu Ser Asn Gly 
115 120 125 



lie Phe Gin Phe Asn Glu Leu Asp His Arg Lys Val Val lie Ser Ser 
130 135 140 



Thr Ala Arg Lys lie lie Val Leu Asp Lys Glu Arg Glu Arg Val Glu 
145 150 155 160 



Leu Pro Leu Gin Glu Ala Ser Ala Phe Ser Glu Asp Leu Arg Ser Arg 
165 170 175 



Leu Lys Tyr lie Arg Glu Thr Leu Glu Ser Trp Ala Ser Lys Met Glu 
180 185 190 



Val Ser 



<210> 99 
<211> 196 
<212> PRT 

<213> Sacromyces cerevisiae 
<400> 99 

His Pro Met lie Val Thr Lys Trp Val Asp Tyr Ser Asn Lys His Gly 
15 10 15 



Phe Ser Tyr Gin Leu Ser Thr Glu Asp He Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Thr Thr Val Leu Arg Leu Ala Asp Ala Glu Glu Phe Trp Tyr He 
35 40 45 



Ser Tyr Asp Asp Arg Glu Gly Trp Val Ala Ser His Tyr Leu Leu Ser 
50 55 60 



Glu Lys Pro Arg Glu Leu Ser Arg His Leu Glu Val Val Asp Phe Phe 
65 70 75 80 
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Ala Lys Tyr Met Lys Ala Asn Leu Ser Arg Val Ser Thr Phe Gly Arg 
85 90 95 



Glu Glu Tyr His Lys Asp Asp Val Phe Leu Arg Arg Tyr Thr Arg Tyr 
100 105 110 



Lys Pro Phe Val Met Phe Glu Leu Ser Asp Gly Thr Phe Gin Phe Asn 
115 120 125 



Phe Lys Asp His His Lys Met Ala lie Ser Asp Gly Gly Lys Leu Val 
130 135 140 



Thr Tyr lie Ser Pro Ser His Glu Ser Thr Thr Tyr Pro Leu Val Glu 
145 150 155 160 



Val Leu Lys Tyr Gly Glu lie Pro Gly Tyr Pro Glu Ser Asn Phe Arg 
165 170 175 



Glu Lys Leu Thr Leu lie Lys Glu Gly Leu Lys Gin Lys Ser Thr lie 
180 185 190 



Val Thr Val Asp 
195 



<210> 100 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Met, Tyr, His, Phe, Tyr, lie, or Leu 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

<221> MI S C_FEATURE 

<222> (3).. (3) 

<223> Xaa = Ser, Ala or Gly 

<220> 
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< 2 2 1 > MIS C_FE ATURE 
<222> (3) . . (3) 

<223> Xaa = Phosphorylated Ser or phosphorylated Thr 
<220> 

< 2 2 1 > MISC_FEATURE 
<222> (4) . . (4) 

<223> Xaa = Pro, Met or any amino acid 
<220> 

< 2 2 1 > mi sc__f eature 
<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid 

<400> 100 

Xaa Xaa Xaa Xaa Xaa 

1 5 



<210> 101 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 

<223> Xaa = Pro or Phe 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (2) . . (2) 

<223> Xaa = Met, Phe, Pro, Leu, or lie 
<220> 

<221> MI S C_FE ATURE 

<222> (3) . . (3) 

<223> Xaa = Met, Tyr, His, Phe, Lys, or Leu 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (4) . . (4) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

< 2 2 1 > MISC_FEATURE 
<222> (5) . . (5) 

<223> Xaa = Ser or Ala 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 
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<223> Xaa = phosphorylated Tyrosine 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Pro or Met 

<220> 

< 2 2 1 > MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, lie, Lys, Leu, or Val 

<400> 101 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 102 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Pro, Phe, 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe, lie, 

<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa = Gin, Met, 

<220> 

<2 21> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, His, 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, Leu, 



or lie 



Met, Leu, Pro, or Val 



His, Phe, or Thr 



or Gin 



lie, Val, or Lys 
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<400> 102 

Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 
1 5 



<210> 103 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MIS COFEATURE 
<222> (2) . . (2) 

<223> Xaa = lie, Leu, Val, Phe, or Pro 
<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa = Met, Leu, Phe, Ala, or lie 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr or His 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (7) 

<223> Xaa = Pro, Asp, or Glu 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Lys, Val, Phe, or Lys 

<400> 103 

Pro Xaa Xaa Xaa Ser Thr Xaa Xaa 
1 5 



<210> 104 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> 



synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Pro or Phe 

<220> 

<221> MIS COFEATURE 

<222> (2) . . (2) 

<223> Xaa =Phe, lie, Leu, Met, or Pro 
<220> 

<221> MI S COFEATURE 

<222> (3) . . (3) 

<223> Xaa = Phe, Leu, or Met 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, His, or Gin 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> PHOSPHORYLATION 

<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = Lys, lie, Leu, or Val 

<400> 104 

Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 



<210> 105 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MISC_FEATURE 
<222> (1)..(1) 

<223> Xaa = Pro or Phe 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (2) . . (2) 

<223> Xaa = Phe, lie, Leu, Met, or Val 
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<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa = Ala, Met, Phe, Val, or He 
<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, Ala, Gin, Met, or His 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (8) . . (8) 

<223> Xaa = any amino acid, Leu or He 

<400> 105 

Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 
1 5 



<210> 106 

<400> 106 
000 

<210> 107 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<2 21> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa =any amino acid 

<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (3) . . (3) 

<223> Xaa = Gly, Asp, or Glu 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa = Leu, He, Met, or Val 
<220> 
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< 2 2 1 > MI SC_FEATURE 
<222> (5) . . (5) 

<223> Xaa = Phosphorylated Ser or Phosphorylated Tyr 
<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (7) . . (7) 

<223> Xaa = Val or He 

<220> 

<221> MI S COFEATURE 

<222> (8).. (8) 

<223> Xaa = Phe, Leu, or He 

<220> 

<221> MI SC_FE ATURE 

<222> (10) . . (10) 

<223> Xaa = He, Phe, Leu, Val, Tyr 

<400> 107 

Xaa Tyr Xaa Xaa Xaa Gin Xaa Xaa Pro Xaa 
15 10 



<210> 108 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1)..(1) 

<223> Xaa = any amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> Xaa = any amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = He, Met, Val, or Leu 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 
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<223> Xaa = Phe, lie, Gin, or Tyr 
<220> 

<221> MIS COFEATURE 

<222> (7) . . (7) 

<223> Xaa = Val or Thr 

<220> 

<221> MISC_FEATURE 

<222> (9).. (9) 

<223> Xaa = any amino acid 

<220> 

<221> MI S C_FE ATURE 

<222> (10).. (10) 

<223> Xaa = lie, Phe, Met, or Leu 

<400> 108 

Xaa Xaa Glu Xaa Ser Xaa Xaa Phe Xaa Xaa 
15 10 



<210> 109 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = Leu, lie, or Met 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (6) . . (6) 

<223> Xaa = Glu, lie, or Pro 

<220> 

<221> MI S C_FE ATURE 

<222> (7) . . (7) 

<223> Xaa = Val or lie 
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<220> 

<221> MISC_FEATURE 
<222> (8) . . (8) 

<223> Xaa = Phe, lie, Val, Leu, or Tyr 
<400> 109 

Gly Tyr Xaa Xaa Ser Xaa Xaa Xaa Pro Tyr 
15 10 



<210> 110 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (3) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = lie, Leu, or Trp 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MIS COFEATURE 

<222> (6).. (6) 

<223> Xaa = Gin, Phe, or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = lie, Leu, or Val 

<220> 

< 2 2 1 > MISC__FEATURE 
<222> (9) . . (9) 

<223> Xaa = Phe, Tyr, or Pro 

<400> 110 

Xaa Xaa Xaa Xaa Thr Xaa Tyr Xaa Xaa Ala 
15 10 



<210> 111 
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<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MI S C_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (4) . . (4) 

<223> Xaa = lie, Val, Leu, 

<220> 

< 2 2 1 > MISC_FEATURE 
<222> (5) . . (5) 

<223> Xaa = phosphorylated 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Val, Thr, lie, 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Val or Pro 

<220> 

<221> MIS C_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Phe or Gly 

<400> 111 

Xaa Xaa Xaa Xaa Xaa Gin Xaa 

1 5 



or Met 



Ser or phosphorylated Thr 



or Ser 



Xaa Xaa Xaa 
10 
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<210> 112 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MIS COFEATURE 

<222> (2) . . (2) 

<22 3> Xaa = Arg or Tyr 

<220> 

< 2 2 1 > MISC_FEATURE 
<222> (3) . . (3) 

<223> Xaa = Glu or Asp 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Val, lie, or Met 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MIS COFEATURE 

<222> (6) . . (6) 

<223> Xaa = Phe, Tyr, lie, or Gin 
<220> 

<221> MI S COFEATURE 

<222> (7) . . (7) 

<223> Xaa = Thr or Val 

<220> 

<221> MIS COFEATURE 

<222> (9) . . (9) 

<22 3> Xaa = any amino acid 

<220> 

<221> MI S COFEATURE 

<222> (10) . . (10) 

<223> Xaa = Phe, Met, or Tyr 

<400> 112 



183 



Xaa Xaa Xaa Xaa Ser Xaa Xaa Phe Xaa Xaa 
15 10 



<210> 113 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (2) 

<223> Xaa = amino acid 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa = amino acid 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Gin or Phe 

<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> Xaa = Val or He 

<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = any amino acid 

<400> 113 

Xaa Xaa Tyr Xaa Ser Xaa Xaa Xaa He Xaa 
15 10 



<210> 114 
<211> 10 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

< 2 2 1 > MISC_FEATURE 
<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa =Ile or Leu 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Gin, Glu, or Phe 

<220> 

<221> MIS COFEATURE 

<222> (7).. (7) 

<223> Xaa = Asp, Tyr, or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MIS C_FE ATURE 

<222> (9).. (9) 

<223> Xaa = Asp or Pro 

<400> 114 

Xaa Glu Xaa Xaa Thr Xaa Xaa Xaa Xaa Ala 
15 10 



<210> 115 

<211> 10 

<212> PRT 

<213> Artificial 



Sequence 
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<220> 
<223> 



synthetic 



<220> 

<221> misc_feature 
<222> (1) . . (5) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (7).. (10) 

<223> Xaa can be any naturally occurring amino acid 
<400> 115 

Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 
15 10 



<210> 116 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Cys, Phe, Trp, or Tyr 
<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa = lie, Leu, or Val 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Asp, Glu, Met, or Asn 
<220> 

<221> MISC FEATURE 
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<222> 
<223> 



(8) . . (8) 

Xaa = Phe or lie 



<220> 

<221> MISC_FEATURE 

<222> (9).. (9) 

<223> Xaa = Glu, His, Lys, or Pro 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Phe, Lys, Trp, or Tyr 

<400> 116 

Xaa Xaa Xaa Phe Thr Gin Xaa 

1 5 



<210> 117 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

< 2 2 3 > synt he t i c 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (2) . . (2) 

<223> Xaa = Cys, Phe, Trp, or Tyr 
<220> 

<221> MI S COFEATURE 

<222> (3) . . (3) 

<223> Xaa = lie, Leu, or Val 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Asp, Glu, Met, or Asn 
<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = Cys or Phe 



<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> Xaa = Asp, Glu, Gly, Lys, or Pro 
<220> 

< 2 2 1 > MIS C_F E ATURE 
<222> (10) . . (10) 

<223> Xaa = Phe, Gly, His, or Lys 
<400> 117 

Xaa Xaa Xaa Phe Thr Gin Xaa Xaa Xaa Xaa 
15 10 



<210> 118 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (4) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (5).. (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MIS COFEATURE 

<222> (6) . . (7) 

<223> Xaa = any amino acid 

<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, lie, Leu, Asn, or Tyr 
<220> 

<221> MIS COFEATURE 

<222> (9) . . (10) 

<223> Xaa = any amino acid 

<400> 118 

Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
15 10 
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<210> 119 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = any amino acid 

<220> 

<221> MODJRES 

<222> (5) . . (5) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MI S C_FEATURE 

<222> (6) . . (7) 

<223> Xaa = any amino acid 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (9).. (9) 

<223> Xaa = Phe, lie, Leu, Val, Trp, or Tyr 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = any amino acid 

<400> 119 

Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
15 10 



<210> 120 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 
<222> (7) . . (7) 
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<223> Xaa can be any naturally occurring amino acid 
<400> 120 

Gly Ala Ala Tyr Asp He Xaa Gin Val Phe Pro Phe Ala Lys Lys Lys 
1 5 10 15 



<210> 121 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> misc_f eature 

<222> (7) . . (7) 

<223> Xaa can be any naturally occurring amino acid 

<400> 121 

Gly Ala Ala Tyr Asp He Xaa Gin Val Phe Pro Phe Ala Lys Lys Lys 
1 5 10 15 



<210> 


122 


<211> 


16 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


122 



Gly Ala Ala Tyr Asp He Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
1 5 10 15 



<210> 123 

<211> 16 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 
<400> 123 

Gly Ala Ala Tyr Asp He Thr Gin Val Phe Pro Phe Ala Lys Lys Lys 
1 5 10 15 



<210> 124 
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<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 124 

Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 


125 


<211> 


16 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


125 



Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 126 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 126 

Gly Ala Ala Tyr Asp lie Thr Gin 
1 5 



Val Phe Pro Phe Ala Lys Lys Lys 
10 15 
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